IDENTIFICATION

Species: Brachypodium stacei
Locus: Brast03G186200

Gene Model: Brast03G186200.1.p
Description: BStEXLA-03
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei vl 1

EXTERNAL RESOURCES
https://brachypodium.org/
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List of domain hits hd

Name Accession Description Interval E-value
[+ DPBB_EXLA_N cd22276 N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily. Expansin-like 36-168 6.83e-46
[+] Pollen_allerg_1  pfam01357 Pollen allergen. This family contains allergens lol PI, Pll and PlII from Lolium perenne 178-255 3.41e-13
Peptide

>BstEXLA-03

MAAALSACPMESAGSRLLLLLLAFLFIAVIGGGSTPASACVSCVRRSKASYRASSPAL
DNAGSCGYGVLATTLDAGGLLAAVSPALYRDGAGCGACYQVRCTDAGLCSTSGAR
VVATDLQARVTGHADLVLSGAAYAAMARGGAGTPAARELRERRAVKVEYRRVPCE
PHGGHRNLSVRVEEGAPEGQLAVRFLYQGGQTDIVAVDVAAAGSSSGWRPMARER
GGPAWRTTGRGAPEGPLRMRMVVTGGYDGKWVWADGEVIPRQWKAGRVYDTGV
QIADVALDGCHGDSRDWR*

CDS (coding sequence)
>BstEXLA-03

ATGGCGGCAGCCTTGTCCGCCTGCCCTATGGAGAGCGCTGGCTCGCGCTTGCTCC
TCCTCCTCCTCGCCTTCCTCTTCATCGCCGTCATCGGCGGCGGTTCGACTCCGGCT
TCGGCGTGCGTCAGCTGCGTGCGCCGGTCCAAGGCCTCGTACCGCGCCTCCTCCC
CCGCCCTGGACAACGCCGGTTCTTGCGGCTACGGCGTCCTGGCCACGACCCTGGA
CGCCGGCGGTCTCCTCGCCGCCGTAAGCCCGGCGCTGTACAGGGACGGLCGLCCGGT
TGCGGCGCGTGCTACCAGGTCCGGTGCACGGACGCCGGCCTCTGCAGCACGTCCG
GCGCCAGGGTGGTCGCCACGGACCTCCAGGCGCGCGTCACGGGCCACGCGGACC
TCGTGCTCAGCGGCGCGGCGTACGCGGCCATGGCCCGCGGCGGCGCCGGCACGC
CCGCCGCGCGGGAGCTCAGGGAGCGGCGCGCCGTGAAGGTGGAGTACAGGLCGCG
TGCCGTGCGAGCCCCACGGCGGGCACCGCAACCTCTCTGTGCGCGTGGAGGAGG
GCGCGCCGGAAGGGCAGCTGGCGGTCCGGTTCCTGTACCAGGGCGGGCAGACGG
ACATCGTGGCCGTGGACGTGGCGGCTGCCGGGTCGTCGTCCGGGTGGAGGCCCAT
GGCCCGGGAGCGCGGCGGGLCCGGCGTGGAGGACGACGGGLLGGGGLGLGLLLG
AGGGCCCGTTAAGGATGAGGATGGTGGTGACCGGAGGGTACGACGGGAAGTGGG
TGTGGGCCGACGGGGAGGTCATCCCGCGGCAGTGGAAGGCCGGACGGGTGTATG
ACACAGGGGTCCAGATCGCCGACGTGGCTCTGGATGGGTGCCACGGCGACAGCC
GAGATTGGAGGTGA



Nucleotide
>BstEXLA-03

TGCCTGCGGATGGGGCGTCGTGGGTTACCCGAGTTTATCCTAGTACTCGCTCACTC
GCCCACGTCGCCGGACGCGTGTCCAGCCAGGACGAGCCTTTGGTCGGTGGCCACT
CAACCTCCATCTCTATATCCACCCCACGCGGGAAGCAGCGAGCGCGLCCTTCCTCC
CAATCCTAATTCCCAAGTCCCGCCCGAGTTAAATCCCAGCCGTGTCGLCGLGGLCC
AAAACATTCTGCCCGTTCCACGAGACCAGGGCCGTCAGCCGCGCCAGATACTAGT
GCCGCAGCGGCAGCAACTTGCCAACGTGCCGCGTCGAGTATTAAGCTTAGCTCGA
GCCTTTCTTCCCCGCAAGAATCCTCTGTTCTGTTCTGTTCGATCTCACCCAAGAGA
ACTCCTTGGAGTAACACGCGTCTTCAAGCTCGATCGATTCGATCCGTTCATGGCG
GCAGCCTTGTCCGCCTGCCCTATGGAGAGCGCTGGCTCGCGCTTGCTCCTCCTCCT
CCTCGCCTTCCTCTTCATCGCCGTCATCGGCGGCGGTTCGACTCCGGCTTCGGCGT
GCGTCAGCTGCGTGCGCCGGTCCAAGGCCTCGTACCGCGCCTCCTCCCCCGLCCCT
GGACAACGGTACGTCTCTACGGAGAATGTTCGACATCCGCTGGCTTCAATTTGTT
CGTGCCTTTTGCGCAATTGGTTGGCTGGTTAATTGATTCCGTTTGCTGAATCGTGC
GTCCGTGCAGCCGGTTCTTGCGGCTACGGCGTCCTGGCCACGACCCTGGACGCCG
GCGGTCTCCTCGCCGCCGTAAGCCCGGCGCTGTACAGGGACGGCGCCGGTTGCGEG
CGCGTGCTACCAGGTCCGGTGCACGGACGCCGGCCTCTGCAGCACGTCLCGGLGLCC
AGGGTGGTCGCCACGGACCTCCAGGCGCGCGTCACGGGCCACGCGGACCTCGTG
CTCAGCGGCGCGGCGTACGCGGCCATGGCCCGLGGLCGGLCGLCLCGGCALCGLLLGLC
GCGCGGGAGCTCAGGGAGCGGCGCGCCGTGAAGGTGGAGTACAGGCGCGTGLCG
TGCGAGCCCCACGGCGGGCACCGCAACCTCTCTGTGCGCGTGGAGGAGGGCGCG
CCGGAAGGGCAGCTGGCGGTCCGGTTCCTGTACCAGGGCGGGCAGACGGACATC
GTGGCCGTGGACGTGGCGGCTGCCGGGTCGTCGTCCGGGTGGAGGCCCATGGCCC
GGGAGCGCGGCGGGCCGGCGTGGAGGACGACGGGLLCGGGGLCGLCGCCCGAGGGL
CCGTTAAGGATGAGGATGGTGGTGACCGGAGGGTACGACGGGAAGTGGGTGTGG
GCCGACGGGGAGGTCATCCCGCGGCAGTGGAAGGCCGGACGGGTGTATGACACA
GGGGTCCAGATCGCCGACGTGGCTCTGGATGGGTGCCACGGCGACAGCCGAGAT
TGGAGGTGACACGGCGGAGCGGAGAGGAGCCCCGCTCACTGTACAGTAGTCTTT
CCGTTTCTTCTTGTTAATTTCCTCTCGGGTGAACGAATCGAAAGGAATGAGGTTGG
ATCAATCGAGGAGTCAAACATGCCGTTGCAATTGGGACCGCCGTGTGTGTGCGCG
TGCGTGCACTCCACGATGTGTGGCGGGCGCGTCGTTGCTCATTGGTGCTTTAATTT
GCCGACTTTGGGTTAGTGCGTGCACGACGATCGCTGGCTTTGGTCGTCGTCGTCA
CGACGGCCAGCTGCCGTGCGTATTCGCTTCTGCTGTGGTCGTGCTCGCTCGTAGCT
GCTTTTGGCACTCGGCGATATAGGATTTGGGTCCGGTAGGGGGAACCCGTAGCGG
TGTATTGTGGTGGACAAAAACATCAAGACGAGCACTTTGAATTTCAGTTGAACTT
TCGGATACTCAGGCAAGTGATATTTAAGCTAGAACCACAAATCAAATTACACATC
AGAATCTGTAATTTCGG



