IDENTIFICATION

Species: Oryza sativa Kitaake

Locus: OsKitaake03g270400

Gene Model: OsKitaake03g270400.1.p
Description: OskEXPB-13

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake v3 1
KEGG:-

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/bio data/185326



https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326
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specific hits Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg.l superfanily

List of domain hits d
Name Accession Description Interval E.value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins ... 101-233 7.92e-73
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pl and P1ll from Lolium perenne. 241-319 2.30e-26

>0OskEXPB-13

MPAAAPRVASAASGSASATRGVRVARDKSGGGKLEERTAVAVAVKVVVVDPQRLR
MAAFEPHRVQHMASRLQLLYFIAITVLASVFQPCTSIELHRELSGWSNGIATWYGDPN
GAGSEGGACGYQYAVDQPPFSSRIAAGSPYIYDSGKGCGSCYRVVCAGNEACSGIPV
TVVITDQGPGGPCLEELVDGQCMNEAAHFDMSGTAFGAMARPGQADQLRGAGLLQI
QYTRVECEWTGVGLTFVVDSGSNPNYLALLVEYDDNDSDLAAVDIMPIGAGASGSW
IPMQQSWGAVWRLNSGSALQGPFSVRLTFSSGQMFVASNAIPAGWNPGMAYQPGGV
AMRVRGRNGGRRGYEAVGMLGGLCHLLLLLLLMLFEL*

CDS (coding sequence)
>0OskEXPB-13

ATGCCGGCCGCCGCCCCTCGCGTGGCCTCTGCCGCCTCCGGATCCGCCTCAGCGA
CGAGGGGCGTGCGGGTGGCGAGGGACAAAAGCGGCGGAGGGAAGCTGGAGGAG
CGGACGGCCGTTGCAGTTGCAGTGAAGGTGGTGGTGGTGGATCCGCAGCGCCTGC
GCATGGCGGCCTTCGAGCCCCATCGAGTGCAGCACATGGCTTCCAGGCTTCAGCT
CTTGTACTTCATTGCCATTACAGTGCTCGCTTCGGTGTTCCAACCTTGCACGTCCA
TTGAGCTCCACCGTGAGCTCTCTGGCTGGTCGAATGGCATTGCTACATGGTATGG
CGATCCTAATGGTGCAGGAAGTGAAGGCGGTGCATGTGGGTACCAGTATGCTGTT
GACCAGCCACCGTTCTCATCCAGGATTGCTGCTGGTAGCCCCTACATCTATGACTC
TGGCAAGGGATGTGGTTCGTGCTACCGGGTGGTGTGTGCTGGTAATGAAGCTTGC
TCTGGTATCCCTGTAACCGTTGTCATCACTGACCAGGGGCCTGGTGGCCCATGCTT
GGAAGAGCTAGTCGATGGTCAATGCATGAATGAAGCAGCTCACTTTGACATGAG
CGGGACAGCATTCGGTGCCATGGCGAGGCCTGGCCAGGCTGATCAACTCCGTGGT
GCTGGCCTCCTCCAAATTCAGTACACCCGTGTGGAGTGTGAATGGACTGGAGTAG
GGCTAACCTTTGTCGTGGACTCTGGCTCCAACCCGAACTACCTGGCCCTGCTGGT
GGAGTACGATGACAACGACAGTGACCTTGCGGCTGTCGACATCATGCCGATTGGT
GCTGGTGCTTCGGGGTCATGGATTCCGATGCAGCAGTCATGGGGCGCAGTGTGGA
GGCTCAACTCCGGCTCCGCCCTGCAGGGCCCGTTCTCCGTCCGCCTGACGTTCAG
CTCCGGCCAGATGTTTGTTGCCAGCAACGCCATACCGGCAGGGTGGAACCCCGGC
ATGGCGTACCAGCCCGGCGGAGTGGCGATGAGGGTTAGGGGAAGAAATGGTGGT



CGCCGGGGCTACGAGGCCGTCGGGATGCTGGGTGGCTTGTGTCACCTTCTACTGC
TGCTGTTGTTAATGTTGTTCGAGTTGTGA

Nucleotide
>0OskEXPB-13

CGAGCGAGCGCGCATGCCGTGGCGAGCACACGTGGTCGGGCCTATGCTACCGAG
GCCGACCGTCGAGCCCGCACCCGCATGACCATCTCGTCCCCTCCTGCTCCCTAAA
TCCATAATCCCTGATTAGTTTATCCCAATGAGGTTGCATGGTGAAATTACTAATTT
ACCATCTCTAGCCCTGGCCAGCCAACCCAAACCACCACTACTCTACAACTACAGT
GTCCACTGCCCCCGTCACTTCAGTCTCGCTACCTCCGCAGCTTCGCCACGCACTCC
CACCCCCAATGCCGGCCGCCGCCCCTCGCGTGGCCTCTGCCGCCTCCGGATCCGC
CTCAGGTACGCTCTCCCGCTGCCACCCCGCGAGGCCGCTAGCTCATTCTCCGCTG
GATTTTTTTTCCCTCAGTCGGTTCACATTTTCCGGCTCTCTCTCTCTTTCTCTCTCTG
CAGCGACGAGGGGCGTGCGGGTGGCGAGGGACAAAAGCGGCGGAGGGAAGCTG
GAGGAGCGGACGGCCGTTGCAGTTGCAGTTGCGTGCTTGCTGATTCGAGTCGTTG
GCTTTATTAGCTACTGCAATGTGCTGAACTCTGCTGTGTTCTTGAGTGGGCAGGTG
AAGGTGGTGGTGGTGGATCCGCAGCGCCTGCGCATGGCGGCCTTCGAGCCCCATC
GGTAAGAGGATGCAGCACGATGCCCCCCCCLCLCLCLLLLCcLLcCcCCCCLCCCCCAAAA
AAAAAAGCTACTACTACTACTACTAGCACAATGCATTTTTGGTCTACAAGTCTGA
ATGGGTCAGTTATTAGCTTTCGAGCTATGGCCTTGGGTTGTTCTACAACTGATTGT
TTACTTACCAGGAGGCATTTTTTTGTTGCATGGATGGTTGGATCCGCTTTATTCCT
TTGACATAGTCACTTTAATTGGAAGATAAAAGTATGTACTGTATGTTGGCTCCAA
GCATTGTATTTTGTCTAGGTGATACTCCCTCCTTTTTACAATGTAAGTCATTCTAG
CATATATGTCTAGATTCATTAACATCAATATGAATATGGGATAGATATATATGTCT
AGATTCATTAATATCAATATGAATGTGGGAAATGCTAGAATGACTTACATTGTAA
AACGGAGGAAGTAATGCTTGTATTTTTTTTCTCAAACATTTGCTGTTCTGTTGGTA
GTCTTCATGAATAGTGTTTCATATTTCATTTTGTGTAGTACTGTTAGCGAATAAAA
CTTTGTCATTTCTATCTTTCTATTTAGAAAACGAACTGAATATAACATGATCGGTA
TGCCTTTTTCAATCAATGGAGTAATGGCTTACTGTGCCATTTGCTCTTTGGACTTA
AACAGTATGCTCTCGAAACTTCTTCAAGACATAATTATTTAAGGTTGGGCATGTG
TTTCTTTTGGTTAGTAGCTAGGTGCTATGTTTTTGGGTAATGGTGACAAATCGTAA
AGTAGAAACTAAAGGTTAATCAGCTGACAATGGTCATCAGTAATTGGAAATTTTC
TAACACCCTCCTTTACATGTTTGCCATAATCCATGACAACAACTTTTTGTAATTCA
CGGCACATTGCCCTTCTTGTCTATCATCTCCTTAAAATCCATTTTTTATTCTAACTT
CAGAAAACAGCTGTACCACATTTATGGCATTTTCATTTTCTTCAGTGGAGTGTTTT
TTTAATGAGAACTCAGTGAAGTGTTGTTATGAAAACATTCTCAATGCTGTGAATT
ATGTTCTGAGGCGCAATTGAAGCCAAAACAATAACCTTTCTTGCTGTCCTGTTCTT
CATTACCTCCAGCACAAAATATGCCCATTGAATACATATCATACAATCTATACTT
GTGTTGTTGACCTTGCAAACCAACAGTGTGTTAGTCCTTATCAGCCATAATGTGAC
AGAGTGCAGCACATGGCTTCCAGGCTTCAGCTCTTGTACTTCATTGCCATTACAGT
GCTCGCTTCGGTGTTCCAACCTTGCACGTCCATTGAGCTCCACCGTGAGCTCTCTG
GCTGGTCGAATGGCATTGCTACATGGTATGGCGATCCTAATGGTGCAGGAAGTGA
AGGTATGGTAGATACCACAAAAAATAAAATCTGTGAATATACGCACTCTACTCAA
AGCGGCTTGTGGTGCGAAAATGTGATGTCTCATGCATAAATTTGTTGTAGGCGGT
GCATGTGGGTACCAGTATGCTGTTGACCAGCCACCGTTCTCATCCAGGATTGCTG
CTGGTAGCCCCTACATCTATGACTCTGGCAAGGGATGTGGTTCGTGCTACCGGGT




GTGTATCCATTGACCATTAGCAGCTGAAGCTATGCTCATTCATGCATGTCTGCCAT
TTGACATTTGGAAATAACTGATTTATCAGGTGGTGTGTGCTGGTAATGAAGCTTG
CTCTGGTATCCCTGTAACCGTTGTCATCACTGACCAGGGGCCTGGTGGCCCATGCT
TGGAAGAGCTAGTCGATGGTCAATGCATGAATGAAGCAGCTCACTTTGACATGAG
CGGGACAGCATTCGGTGCCATGGCGAGGCCTGGCCAGGCTGATCAACTCCGTGGT
GCTGGCCTCCTCCAAATTCAGTACACCCGGTACACATGAATAATGGATCATCATA
TATAGTACACAGGCACTCAGCTACACTATTATTCTTGGCTGCTGCAACGGCCAAG
TACATATGACACTTCACGCAGATATGCAAACTGTCTGGTTTTCGCTATGTTTCTCA
TCATGTAACAAACAGTATGTTTAATCTTTTCTGTTACTTTTGTGGTGTACAGTGTG
GAGTGTGAATGGACTGGAGTAGGGCTAACCTTTGTCGTGGACTCTGGCTCCAACC
CGAACTACCTGGCCCTGCTGGTGGAGTACGATGACAACGACAGTGACCTTGCGGC
TGTCGACATCATGCCGATTGGTGCTGGTGCTTCGGGGTCATGGATTCCGATGCAG
CAGTCATGGGGCGCAGTGTGGAGGCTCAACTCCGGCTCCGCCCTGCAGGGCCLCGT
TCTCCGTCCGCCTGACGTTCAGCTCCGGCCAGATGTTTGTTGCCAGCAACGCCATA
CCGGCAGGGTGGAACCCCGGCATGGCGTACCAGCCCGGCGGAGTGGCGATGAGG
GTTAGGGGAAGAAATGGTGGTCGCCGGGGCTACGAGGCCGTCGGGATGCTGGGT
GGCTTGTGTCACCTTCTACTGCTGCTGTTGTTAATGTTGTTCGAGTTGTGACTTGT
GATGCACTAAAAACATGTGCTGAAACTTTGGTGCTTTCTGTAGGACTAGCCATGG
TTGGATTAGCCTGGCCGTGCTCTCTTGTAGCTCAGATGATGTATTGCCCGCAGCCT
TGGAGACATTATCAATTTGTCATGTGCTGGATTAATGGAATAAGTAGTATTCCAC
TGTTCTTACTTCTAGCTACTGTAGTTCAGGTTTGATAGTCTCTGTAAATATGTTCCT
TGGAATTGTTGGGTTATTTTCAAGCTCTTTCCTTAAGTTTGAAGATGCGTTGTTGA
TCTTTCTTTC





