IDENTIFICATION

Species: Brachypodium stacei
Locus: Brast02G003900

Gene Model: Brast02G003900.1.p
Description: BstEXPB-02
Family: Beta Expansin

3D structure:
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Specific hits £ DPBB_EXPB_N > < Pollen_allerg_ 1 >

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily. Beta-expansins 82-205 1.45e-77
[+] Pollen_allerg_1  pfam01357  Pollen allergen. This family contains allergens lol PI, Pll and Pl from Lolium perenne 213-296  8.57e-31
Peptide

>BstEXPB-02

MASSSVSALLLCLLLAFHGVSCAAKAKHGSKKSPHHAPPKAHAPSPLPPPATIIVPPPV
AATNSSSSNSSSPGSGDNGDEGWMDARATWY GAPNGAGPDDNGGACGFKDVNLPP
FSAMTSCGNEPLFKDGKGCGSCYQIRCLSRMHPACSGVPETVIITDMNYYPVSRFHFD
LSGTAFGAMAKDQRNDELRHAGIIDMQFKRVPCQYPGLTVTFHVEHGSNPYYMAIL

VEYENGDGDVDQVDIMEATSDGSGEPTGQWVPMKESWGSIWRMDTRRPMRGPFSL
RITNESGQTLVADQVIPADWEPNAIYSSIIQFD*

CDS (coding sequence)
>BstEXPB-02

ATGGCGTCCTCCTCTGTCTCTGCGCTGCTGCTCTGCCTGCTCCTGGCGTTCCATGG
CGTCTCCTGCGCGGCCAAGGCCAAGCACGGCAGCAAGAAGAGCCCACACCACGC
GCCTCCCAAAGCCCACGCGCCATCTCCTCTGCCTCCTCCGGCTACAATCATCGTCC
CTCCCCCTGTTGCCGCGACGAACTCGTCGTCCTCCAATTCTAGCTCGCCCGGCAGC
GGCGACAATGGCGACGAGGGGTGGATGGACGCGAGGGCGACGTGGTACGGCGC
GCCTAATGGTGCTGGCCCCGACGACAACGGCGGCGCCTGCGGGTTCAAGGACGT
GAACCTGCCGCCGTTCTCCGCCATGACCTCCTGCGGCAACGAGCCGCTGTTCAAG
GACGGCAAAGGCTGCGGCTCATGCTACCAGATAAGGTGCCTGTCGCGTATGCACC
CGGCGTGCTCGGGGGTGCCGGAGACGGTGATCATCACGGACATGAACTACTACC
CGGTCTCCCGCTTCCACTTCGACCTCAGCGGCACGGCATTCGGCGCCATGGCAAA
AGACCAGCGCAACGACGAGCTCCGACATGCCGGCATCATCGACATGCAGTTCAA
GAGGGTGCCGTGCCAGTACCCTGGTCTGACGGTGACGTTCCACGTGGAGCACGGT
TCGAACCCGTACTACATGGCGATCCTGGTGGAGTACGAGAACGGGGACGGCGAC
GTGGACCAGGTGGACATCATGGAGGCCACGTCGGACGGCAGCGGGGAGCCCACG
GGGCAGTGGGTGCCCATGAAGGAGTCCTGGGGCTCCATCTGGCGGATGGACACG
CGGCGGCCCATGCGCGGGCCCTTCTCGCTGCGCATCACCAACGAGTCCGGCCAGA
CGCTCGTCGCCGACCAGGTCATCCCCGCCGACTGGGAGCCCAACGCCATCTACAG
CTCCATCATCCAGTTCGACTGA



Nucleotide
>BstEXPB-02

ATACATGCGTCACGAGCCGACCGATGCCCGTTCCCAGCGCGCGAGGGGGCCTATA
AATACCAGTCTCCCGCCGGCATCTCCATCAGTGAAATTCAGCCATGGCGTCCTCC
TCTGTCTCTGCGCTGCTGCTCTGCCTGCTCCTGGCGTTCCATGGCGTCTCCTGCGC
GGCCAAGGCCAAGCACGGCAGCAAGAAGAGCCCACACCACGCGCCTCCCAAAGC
CCACGCGCCATCTCCTCTGCCTCCTCCGGCTACAATCATCGTCCCTCCCCCTGTTG
CCGCGACGAACTCGTCGTCCTCCAATTCTAGCTCGCCCGGCAGCGGCGACAATGG
CGACGAGGGGTGGATGGACGCGAGGGCGACGTGGTACGGCGCGCCTAATGGTGC
TGGCCCCGACGACAACGGCGGCGCCTGCGGGTTCAAGGACGTGAACCTGCCGCC
GTTCTCCGCCATGACCTCCTGCGGCAACGAGCCGCTGTTCAAGGACGGCAAAGGC
TGCGGCTCATGCTACCAGGTTCTCCATCCAATCCTTCGATTGTTATTTGTTTGTTTT
GCTGCTGATTCGTGTTCACGGCCACGGGACGCATGCATCATCTGCTCTGGTCTGTC
TCTACGTATGTACGTTAATTTCAATTCTGCGTCTTCGTCCTACGTACGGCTAGAGA
GCCAGCCTGGCCGGCATGTAATTCCATGGATCCGAATTGAAGCTCAAGCAATGGG
GAATGGTGATGCAGATAAGGTGCCTGTCGCGTATGCACCCGGCGTGCTCGGGGGT
GCCGGAGACGGTGATCATCACGGACATGAACTACTACCCGGTCTCCCGCTTCCAC
TTCGACCTCAGCGGCACGGCATTCGGCGCCATGGCAAAAGACCAGCGCAACGAC
GAGCTCCGACATGCCGGCATCATCGACATGCAGTTCAAGAGGTACCTACCTATCA
TCCATGCACCCAACCAACTTACTAATTACCTGTCCATGACTGTTTTGTTTCTCCAC
CGTTGGTTCAATTCCTCCATCAATCAATCACCTCGAGATACTCTGCATGCAACGGC
CGGGTATAGCTAGCTACCTGGCTTCTCCACCGTTCGTCCAACTCCTTCCTTAATCA
CCTCGACCGACTCTGCAACGGCCGGTATTAGCTAGCTAGCTCCTGAACGAAAACA
GACAGATAATGGCAGTAGCTAGTGGCTAGGTAGGTAGCTAGATGGGGCAATGTA
ACCGCCGGCAACTTATCGTGACAACAACTTTTTAATCGAGCTAAAAATGCATCCA
TACATGCATGCAGATATGGGCCCTCTTCCGAAAAAGATTCTACTAGCACCACATG
CATGTCATTCTCGAGCATTTCTCTCTCGAAATACCAGAAACCAACAAACCGCCCG
GCATTTATACACTCTGCACGTACTCTTGGTATCTAGCAGCTCGTGACACATCGTCC
ATGGTGGATACATATATAGCCGGTTGCCACACACAAGAGATTGGAGCAAGATAA
TGCACGAGTGACACCCTCATATATGTATATGATAAATAATGCAGGGTGCCGTGCC
AGTACCCTGGTCTGACGGTGACGTTCCACGTGGAGCACGGTTCGAACCCGTACTA
CATGGCGATCCTGGTGGAGTACGAGAACGGGGACGGCGACGTGGACCAGGTGGA
CATCATGGAGGCCACGTCGGACGGCAGCGGGGAGCCCACGGGGCAGTGGGTGCLC
CATGAAGGAGTCCTGGGGCTCCATCTGGCGGATGGACACGCGGCGGCCCATGCG
CGGGCCCTTCTCGCTGCGCATCACCAACGAGTCCGGCCAGACGCTCGTCGCCGAC
CAGGTCATCCCCGCCGACTGGGAGCCCAACGCCATCTACAGCTCCATCATCCAGT
TCGACTGATCAATTCATTAATCAATTGGTCATTCATTTCGTCATTGAAATTGAATC
ACGCTGATCGATTAATGTGATTGGATCGTACGTACGTATATGAGACGTCGCCTGT
GACGTCCGGCCGGTGCGTGTCGTATTCGTACGCGCGTACGTGCTATATATGTGTG
TCAGTGTGTGTGTACAAGACGTACTGGAGCTGTTAGCACATACACTAGGATGGAG
CTAGTTGGTATACGTAATTACGTATACCAAAGTGTCCCATCGATCTACGTGGCTA
CATAAAGTGCAACATTCCACGTTTCGCATACATTCTCTCTGCGCCGTGACCGATGC
TATAATACAGAGTACATATATAAACTTTGGATTATTCC




