
IDENTIFICATION 

Species: Sorghum bicolor Rio 

Locus: SbRio.01G579200 

Gene Model: SbRio.01G579200.1.p 

Description: SbrEXPB-23 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

https://www.sorghumbase.org/post/sorghum-bicolor-rio 

https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbrEXPB-23 

MDGWRRRVGSWIGAEQRKAAGHSLMGSLSSLSCLLVAARAAAVSLLLAYCAAAAV

NYNTSDAAALQWGNARATWYGQPNGAGPYDNGGACGFKKVNQYPFMAMTSCGN

QPLYRDGKGCGSCYKIRCSSSKHAACSGRTETVVITDMNYTPGVAPYHFDLSGTAFG

KLAKPGRNDELRRAGIIDIQFTRVPCEFPGLKVGFHVEEGSSQVYFAVLVEYENGDGD

VVQVDLMEKGSSRRWTPMRHSWGSIWRLDSNHRLQPPFSIRTRSDSGKTLVARDVIP

LNWRPNTFYRSIVQYSS* 

CDS (coding sequence) 

>SbrEXPB-23 

ATGGATGGATGGAGGAGGAGAGTAGGTAGTTGGATCGGAGCAGAGCAAAGAAA

GGCGGCCGGGCATAGTTTAATGGGGTCCCTGTCCTCGCTCTCCTGCCTGCTAGTG

GCGGCAAGGGCCGCCGCCGTCTCCCTCCTGCTGGCCTATTGCGCCGCCGCCGCCG

TGAACTACAACACGAGCGATGCCGCCGCCTTGCAGTGGGGCAACGCCAGGGCCA

CCTGGTACGGCCAGCCCAACGGTGCCGGGCCCTACGACAACGGCGGCGCTTGCG

GGTTCAAGAAGGTGAACCAGTACCCGTTCATGGCCATGACCTCGTGCGGCAACCA

GCCGCTGTACCGCGACGGCAAAGGCTGCGGTTCCTGCTACAAGATCAGGTGCTCC

AGCTCCAAGCACGCCGCCTGCTCCGGCCGCACCGAGACGGTGGTGATCACGGAC

ATGAACTACACCCCGGGCGTGGCGCCCTACCACTTCGACCTCAGCGGCACCGCCT

TCGGCAAGCTGGCCAAGCCCGGCCGCAACGACGAGCTCCGCCGCGCGGGGATCA

TCGACATCCAGTTCACCAGGGTGCCCTGCGAGTTCCCGGGCCTCAAGGTCGGCTT

CCATGTCGAGGAGGGCTCCAGCCAGGTCTACTTCGCCGTGCTGGTCGAGTACGAG

AACGGAGACGGCGACGTCGTGCAGGTGGACCTCATGGAGAAGGGCAGCAGCCGC

CGGTGGACGCCCATGCGCCACTCCTGGGGATCCATCTGGCGCCTCGACTCCAACC

ACCGCCTGCAGCCGCCCTTCTCCATCCGCACCCGAAGCGACTCCGGCAAGACGCT

CGTCGCACGCGACGTCATCCCACTCAACTGGAGGCCAAACACATTCTACAGATCA

ATCGTCCAGTACTCGTCGTGA 

 

 



Nucleotide 

>SbrEXPB-23 

GGGTGGGGTGGGGTGGGGTGGGCAGGGAGATGCGCCGCCAAACCCCAACATGGC

AGTGGCAGTGGCAGGCATGTGTGTAGCAATGCATGCAATGCAAAAAAACAAACA

CACCACACTGCTGCATGCCATTGCCTGCCTTCCTTCCTTTAGCTAGCTTGCATTAT

ATACTGGATGGATGGATGGAGGAGGAGTATGTATTGTCTAGCTAGTACCTCGATC

GAGCCCTTGCGTTTCAATTCAATTCATCTCTCCCTTGCTTGGCAGGAGTAGGTAGT

TGGATCGGAGCAGAGCAAAGAAAGGCGGCCGGGCATAGTTTAATGGGGTCCCTG

TCCTCGCTCTCCTGCCTGCTAGTGGCGGCAAGGGCCGCCGCCGTCTCCCTCCTGCT

GGCCTATTGCGCCGCCGCCGCCGTGAACTACAACACGAGCGATGCCGCCGCCTTG

CAGTGGGGCAACGCCAGGGCCACCTGGTACGGCCAGCCCAACGGTGCCGGGCCC

TACGACAACGGTATGTATGTATGTATGTATGTATGTATGTGTACTGTCGTATATAT

TATGATCTGTATGCGTGCATTTGTTGGTTGATCGATGGCTCACCGTCACCGGACCG

CCATGGCTGCTGCTGCTCCATATATATGCAGGCGGCGCTTGCGGGTTCAAGAAGG

TGAACCAGTACCCGTTCATGGCCATGACCTCGTGCGGCAACCAGCCGCTGTACCG

CGACGGCAAAGGCTGCGGTTCCTGCTACAAGATCAGGTGCTCCAGCTCCAAGCAC

GCCGCCTGCTCCGGCCGCACCGAGACGGTGGTGATCACGGACATGAACTACACCC

CGGGCGTGGCGCCCTACCACTTCGACCTCAGCGGCACCGCCTTCGGCAAGCTGGC

CAAGCCCGGCCGCAACGACGAGCTCCGCCGCGCGGGGATCATCGACATCCAGTT

CACCAGGGTGCCCTGCGAGTTCCCGGGCCTCAAGGTCGGCTTCCATGTCGAGGAG

GGCTCCAGCCAGGTCTACTTCGCCGTGCTGGTCGAGTACGAGAACGGAGACGGC

GACGTCGTGCAGGTGGACCTCATGGAGAAGGGCAGCAGCCGCCGGTGGACGCCC

ATGCGCCACTCCTGGGGATCCATCTGGCGCCTCGACTCCAACCACCGCCTGCAGC

CGCCCTTCTCCATCCGCACCCGAAGCGACTCCGGCAAGACGCTCGTCGCACGCGA

CGTCATCCCACTCAACTGGAGGCCAAACACATTCTACAGATCAATCGTCCAGTAC

TCGTCGTGAAACTCATCCATCCATCATTTGGCATTAATTTGCTGCTCATTCAGTTC

ATATCTCTCTCTCGAGTCTCGATCGATCGATAACTATGAGTATTGATGAGCAATA

AGCTGTATTATCTGTCTTACACATATGAATGTACATGTGTCTTCATTCCATCTTTGT

TTCAACATACATAAAAATTAATTTTGATTTGGTAAACTTGAAAACATAATATTAA

TTGTACACCCTGTTTATTTGGATTTACTAGCTAAGGTTAGTATTGCTAACTACTAC

TGTATTGTTAGCATCTACTATATACACTGTACTGCTGCTAGTAATACCTTATTAGG 




