
IDENTIFICATION 

Species: Musa acuminata 

Locus: GSMUA_Achr5P12710_001 

Gene Model: GSMUA_Achr5P12710_001 

Description: MacEXLB-01 

Family: Expansin Like Beta 

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Macuminata_v1  

KEGG: https://www.genome.jp/entry/T03447   

EXTERNAL RESOURCES 

https://banana-genome-hub.southgreen.fr/ 

https://musabase.org/  

https://phytozome-next.jgi.doe.gov/info/Macuminata_v1
https://www.genome.jp/entry/T03447
https://banana-genome-hub.southgreen.fr/
https://musabase.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>MacEXLB-01 

MLILICLASQHRSQDTETGGVFPGMTFKMCFLLPAPSLQLNLHSLTIVLNNLFPYLLPL

LLLQWLCPLNCSSSYLYFSNIPPEQRHAAIASPNPGQLTTQILIKQEQRGRSKHLHETS

GSFGATLNDGDVLASSSLYRNGVGCGACYQVRCTDAKYCSNDGVMIIITDAGVSGNI

EFILSQHAFARMGQNADLGASLLSLGAVGIEYRRVSCSYPSKNITFKIDQSSNHPSYFA

FQIWDQQGNKDVTAVQLCETENLTCKLLERSHGAVRAVVSPPSGPLSVRILQSGGDD

RDETWVVPPNNIPQNWTSGAIYDSGIQV* 

CDS (coding sequence) 

>MacEXLB-01 

ATGCTTATTCTTATATGCTTAGCATCACAACACAGGTCACAAGATACAGAAACAG

GTGGCGTGTTCCCTGGTATGACCTTTAAGATGTGCTTCCTCCTTCCTGCCCCATCT

CTTCAGCTTAACCTTCACTCCCTAACCATTGTACTTAACAACTTGTTTCCTTACTTG

CTGCCTCTCCTCTTGCTTCAATGGCTCTGCCCACTCAACTGCTCTTCTTCTTACCTC

TACTTCTCCAACATCCCACCAGAGCAGAGACATGCAGCGATTGCTTCACCCAATC

CAGGGCAGCTTACTACCCAAATTCTGATAAAACAGGAACAGAGAGGAAGATCCA

AACACCTGCATGAAACATCTGGTTCATTTGGAGCAACACTGAATGATGGGGATGT

CTTAGCATCATCAAGTCTTTACAGGAATGGTGTGGGTTGTGGAGCATGCTATCAG

GTGAGATGTACTGATGCCAAGTACTGCTCCAACGATGGTGTCATGATCATAATCA

CAGACGCAGGAGTAAGCGGCAATATCGAGTTCATTCTCAGTCAGCATGCCTTTGC

AAGGATGGGCCAGAATGCTGATTTAGGTGCATCCCTTCTATCTCTTGGTGCGGTC

GGCATTGAGTACCGGAGGGTGTCCTGCAGCTATCCAAGCAAGAACATCACCTTCA

AGATTGATCAGAGCAGCAACCATCCATCCTACTTTGCCTTCCAAATCTGGGATCA

GCAAGGAAACAAGGATGTAACTGCTGTTCAGTTGTGTGAGACAGAGAACTTGAC

ATGCAAGCTGTTGGAAAGGAGCCATGGAGCAGTGCGGGCAGTAGTATCTCCACC

AAGTGGGCCTCTCTCTGTAAGGATTTTACAAAGTGGAGGTGATGATAGAGATGAG

ACATGGGTTGTGCCTCCCAACAACATACCACAGAACTGGACTTCAGGGGCTATAT

ATGATTCTGGAATACAAGTGTAG 

 

 

 



Nucleotide 

>MacEXLB-01 

ATGCTTATTCTTATATGCTTAGCATCACAACACAGGTCACAAGATACAGAAACAG

GTGGCGTGTTCCCTGGTATGACCTTTAAGATGTGCTTCCTCCTTCCTGCCCCATCT

GTGAGATCAAGATTTCTCAGCGATCTGAATCACAAGCGGGGAGGTACAAAAGCA

CTAAGCCTTTCTCCACCACTTTCTTCTTACACCAGGGACTGAGTTCTTTCTGCTGA

GTCATATGTATAATGATGATATTTTGTTTATGTAATCAAGGACAACAACAATATA

AATCAGCCCCCACCTCATTCTGTATGATGTCACAATCTTGCTATCTTGTAATAGCT

ACATAGCACAATACAAAAAATGCAAATTCTTTTTACAGCTGCCTGCAACTCTGGG

CATATTACAACTCGTTATCTCAAAATCTAATTTGTTTTCCTTTTCATCTCAAAATCT

AAGTTCACTGGAAGATATCATGATCGAACTATTATGATCTTAAAATCTAAGTTTA

CCAGAACAGTTCAGCTCATAAGAGTTCATTCATGATATGCTTTCTTAGGAAGAGC

CTGTAAACTATAGCAGATAAAGCAGATCCCTGGCATTTCTAGACAAATTGTTCTT

GAAGTCCAAAAAGCAAATAATTCCACTGTTCCAAGTAGACCACTACATGCAAGTG

TCAATCATGGCATCCCATTCTCAATCCTAGAAGAATGTCAAAACCTAAAGCTTTT

CCAGTTCAAATAAATCTGCACTATTTTCTCTATAAAAGCTTCAGCTTAACCTTCAC

TCCCTAACCATTGTACTTAACAACTTGTTTCCTTACTTGCTGCCTCTCCTCTTGCTT

CAATGGCTCTGCCCACTCAACTGCTCTTCTTCTTACCTCTACTTCTCCAACATCCC

ACCAGAGCAGAGACATGCAGCGATTGCTTCACCCAATCCAGGGCAGCTTACTACC

CAAATTCTGATAAAACAGGAACAGAGAGGAAGATCCAAACACCTGCATGAAACA

TGTTTTCTGTCGGTGTGTCATTAATTCTTTTGCTCAGATAATCTCAACTTCTCATCT

GACTTAAGCTGGTTCATTTGGAGCAACACTGAATGATGGGGATGTCTTAGCATCA

TCAAGTCTTTACAGGAATGGTGTGGGTTGTGGAGCATGCTATCAGGTTAGTGAAA

TCACGACCATTACTTCATTCACTCATGTTGATTGCATCGTCTTTGTCACTCTACCAT

CTTACAATTTTTCATTAGGTGAGATGTACTGATGCCAAGTACTGCTCCAACGATG

GTGTCATGATCATAATCACAGACGCAGGAGTAAGCGGCAATATCGAGTTCATTCT

CAGTCAGCATGCCTTTGCAAGGATGGGCCAGAATGCTGATTTAGGTGCATCCCTT

CTATCTCTTGGTGCGGTCGGCATTGAGTACCGGAGGTGTGTGTGCTGTTACTGAG

CATTGCCATGATAGCTGAATCAACTATAGCAGCAAAATATAGTCCATCTATATTG

TTCAAACCTCAAATTCTACAAAGAATATGAACATATTTGTTAAATTTGATGGCATT

TCAGGGTGTCCTGCAGCTATCCAAGCAAGAACATCACCTTCAAGATTGATCAGAG

CAGCAACCATCCATCCTACTTTGCCTTCCAAATCTGGGATCAGCAAGGAAACAAG

GATGTAACTGCTGTTCAGTTGTGTGAGGTACAGACTAATTAAGCATATAATACAC

ACATGAAGAAACACATCACACTAGCTTAACTGTATGCTACAACTACTAACTCGAT

GATAACTTTGGATCTTACTACTGCAGACAGAGAACTTGACATGCAAGCTGTTGGA

AAGGAGCCATGGAGCAGTGCGGGCAGTAGTATCTCCACCAAGTGGGCCTCTCTCT

GTAAGGATTTTACAAAGTGGAGGTGATGATAGAGATGAGACATGGGTTGTGCCTC

CCAACAACATACCACAGAACTGGACTTCAGGGGCTATATATGATTCTGGAATACA

AGTGTAG 




