
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.0037s0090 

Gene Model: Kalax.0037s0090.1.p 

Description: KlEXPA-14 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPA-14 

MSISKMMAYYYHSSSFQSLFPAISLLLLSAVSAQGGKWESATATSTFNGQDLAGCGF

ENQTEYGGKTAAVSTALYSNGRMCGACFEIKCGGGSSRNCLPRTVQVTAAAACSPS

YFNGTRNWCAKPGKHFELPASIFSSISNDGWAVVPVEYRRVKCARQGGIRFRVVGSR

GVVGVMVYNVGGSGDVVGLKIKGSEESEWVEMINGDDQRWVTSHRVSLAGQSLSF

RVTSSDGKAVESKDVVPKNWKFGETYEGDQFK* 

CDS (coding sequence) 

>KlEXPA-14 

ATGAGCATTAGTAAGATGATGGCTTACTACTACCATTCCTCTTCTTTCCAATCATT

GTTCCCAGCCATCTCCCTTCTCTTGCTCTCAGCTGTCTCAGCTCAGGGCGGCAAAT

GGGAATCGGCCACAGCTACTTCCACATTCAACGGTCAAGACTTGGCAGGGTGCGG

ATTTGAGAATCAGACAGAATACGGCGGCAAAACGGCGGCAGTGAGCACAGCCCT

GTACAGCAACGGCCGGATGTGCGGCGCGTGCTTCGAAATAAAATGCGGCGGTGG

CAGCTCAAGAAACTGCCTGCCCAGAACCGTCCAGGTGACGGCAGCCGCAGCCTG

CTCCCCCAGCTACTTCAACGGCACGAGGAACTGGTGCGCCAAACCCGGGAAGCA

TTTCGAGCTGCCCGCCTCAATCTTCTCATCCATCTCCAACGACGGCTGGGCCGTCG

TGCCGGTGGAGTACAGGAGAGTGAAGTGCGCTAGACAAGGCGGCATACGGTTCA

GAGTGGTGGGGAGCCGCGGCGTTGTTGGGGTTATGGTGTACAATGTGGGAGGGA

GCGGTGACGTGGTGGGCCTGAAGATCAAAGGGAGTGAGGAGAGCGAGTGGGTGG

AGATGATCAATGGGGATGATCAGCGCTGGGTCACATCTCATCGGGTGTCGCTGGC

GGGACAAAGCCTGTCGTTCCGCGTGACGTCGAGTGATGGGAAGGCGGTGGAGAG

TAAAGATGTTGTGCCTAAAAACTGGAAGTTCGGAGAAACCTATGAAGGAGACCA

GTTCAAGTAG 

Nucleotide 

>KlEXPA-14 

TAGGACAGAATCAAGCAGATACCATAAATACATATCTACGCTTCACAAACCCATT

TCAACATCCATGAGCATTAGTAAGATGATGGCTTACTACTACCATTCCTCTTCTTT

CCAATCATTGTTCCCAGCCATCTCCCTTCTCTTGCTCTCAGCTGTCTCAGCTCAGG

GCGGCAAATGGGAATCGGCCACAGCTACTTCCACATTCAACGGTCAAGGTACCCA

TCCAAGTCCAACTGTTGCGTATACAAATACTCTCTCGGAGGCTTCTCCTCTTTTTT



TCATTTTTGATGTTGTGAAACAGACTTGGCAGGGTGCGGATTTGAGAATCAGACA

GAATACGGCGGCAAAACGGCGGCAGTGAGCACAGCCCTGTACAGCAACGGCCGG

ATGTGCGGCGCGTGCTTCGAAATAAAATGCGGCGGTGGCAGCTCAAGAAACTGC

CTGCCCAGAACCGTCCAGGTGACGGCAGCCGCAGCCTGCTCCCCCAGCTACTTCA

ACGGCACGAGGAACTGGTGCGCCAAACCCGGGAAGCATTTCGAGCTGCCCGCCT

CAATCTTCTCATCCATCTCCAACGACGGCTGGGCCGTCGTGCCGGTGGAGTACAG

GAGAGTGAAGTGCGCTAGACAAGGCGGCATACGGTTCAGAGTGGTGGGGAGCCG

CGGCGTTGTTGGGGTTATGGTGTACAATGTGGGAGGGAGCGGTGACGTGGTGGG

CCTGAAGATCAAAGGGAGTGAGGAGAGCGAGTGGGTGGAGATGATCAATGGGG

ATGATCAGCGCTGGGTCACATCTCATCGGGTGTCGCTGGCGGGACAAAGCCTGTC

GTTCCGCGTGACGTCGAGTGATGGGAAGGCGGTGGAGAGTAAAGATGTTGTGCC

TAAAAACTGGAAGTTCGGAGAAACCTATGAAGGAGACCAGTTCAAGTAGCCCAA

AAAGAACCTTCTGTGAACTTCTTTAGCATGATTTTAAGGTGGTTGGGTGCCTAAA

AATTAAGGTTAATTTTAAGTTTCAGTCGTGGTTGGGTGCGCTTATAATTTTTTTTG

TGTTTATTGAGAAAAAAAAAGAATTGGCCTTTTTTATATCACATCATCTTAGCTTC

AGTTCAATGAACACACCTGCTTACCAGTGACATTATTTCGATGATAGAAGCAAAC

AGTTGGTTCATAGTATTTAAGTGCAGAGTGGAGTCAGAATTCATTTATGGTCACC

AATATACAGTTGGTTCATATTATGGCGTGAAGTGTGGACTCAGAATACATTTACA

ACGCGGCAGATCATCCAGTATGAATCTGGTCAATAGACCAAGCATAAGA 




