
IDENTIFICATION 

Species: Spirodela polyrhiza 

Locus: Spipo11G0034700 

Gene Model: Spipo11G0034700 

Description: SpEXPB-03 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Spolyrhiza_v2  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Spolyrhiza_v2


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SpEXPB-03 

FALAALLLSFNGVSAHSVKRRLLASLNASAVSGGWSPAGATWYGSPNGFGSDGGAC

GYGKAVGQPPISSMIAAGGPSLFQSGKGCGACYQVKCIGHSACSGNPVTVVITDQCP

GGPCLAESVHFDLSGAAFGAMARPGQADQLRSAGRLAVQFMRAACNYPGTNVAFR

VDAGSNSNYLAVLIEFEDGDGDLSAVDFRQAPDSGPWIPMQQSWGAVWKINYGSPL

KAPFSFRLTSLASKKSLVVPDVIPAGWQPGATYRSRVNFRG* 

CDS (coding sequence) 

>SpEXPB-03 

TTTGCTCTCGCGGCCCTCCTCTTAAGCTTCAACGGTGTCTCTGCTCACAGCGTCAA

ACGCAGGCTCTTGGCTTCTCTCAATGCTTCTGCCGTCTCCGGCGGCTGGTCGCCGG

CCGGAGCCACGTGGTACGGTAGCCCTAACGGCTTTGGAAGCGACGGTGGTGCCTG

TGGTTATGGCAAAGCCGTCGGGCAGCCTCCCATTTCGTCCATGATCGCCGCCGGA

GGACCCTCCCTCTTCCAGTCAGGCAAGGGCTGCGGAGCCTGTTATCAGGTCAAGT

GCATTGGGCACAGCGCTTGCTCCGGCAACCCGGTGACCGTGGTGATCACCGACCA

GTGCCCCGGCGGTCCGTGCCTGGCTGAGAGTGTGCACTTCGACTTGAGTGGCGCC

GCTTTTGGAGCCATGGCGCGCCCCGGCCAGGCTGACCAACTGCGGAGCGCCGGA

AGACTGGCTGTGCAGTTTATGCGTGCTGCGTGTAATTACCCGGGGACGAACGTCG

CCTTCAGGGTCGACGCCGGATCCAATTCAAACTACTTGGCTGTGCTCATAGAGTT

CGAGGACGGCGACGGCGATCTCTCCGCCGTCGACTTCCGTCAGGCGCCGGACTCC

GGCCCGTGGATTCCCATGCAACAGTCATGGGGTGCCGTGTGGAAGATCAATTACG

GTTCGCCGCTGAAGGCGCCGTTCTCCTTCCGCCTGACTTCTCTCGCGTCCAAGAAG

TCGCTAGTAGTCCCAGATGTTATCCCAGCAGGCTGGCAGCCTGGAGCTACGTACA

GGTCCCGCGTGAACTTCAGGGGTTAA 

Nucleotide 

>SpEXPB-03 

TTTGCTCTCGCGGCCCTCCTCTTAAGCTTCAACGGTGTCTCTGCTCACAGCGTCAA

ACGCAGGCTCTTGGCTTCTCTCAATGCTTCTGCCGTCTCCGGCGGCTGGTCGCCGG

CCGGAGCCACGTGGTACGGTAGCCCTAACGGCTTTGGAAGCGACGGTAAAATCC



ATTCGTCTTCGAGAGACACCTAACGCGTGCTTGGCGCTTCGCACTTCTGAACATTC

TCGATATCCTAAGCAGGTGGTGCCTGTGGTTATGGCAAAGCCGTCGGGCAGCCTC

CCATTTCGTCCATGATCGCCGCCGGAGGACCCTCCCTCTTCCAGTCAGGCAAGGG

CTGCGGAGCCTGTTATCAGGTGGGAGAAATATGAACAAAGTGTCATCGTCCAACC

TCTTTCCTCGAAACCCAATGAGCAACCGAGCTTTGAGTTCCATGAGTGGCAGGTC

AAGTGCATTGGGCACAGCGCTTGCTCCGGCAACCCGGTGACCGTGGTGATCACCG

ACCAGTGCCCCGGCGGTCCGTGCCTGGCTGAGAGTGTGCACTTCGACTTGAGTGG

CGCCGCTTTTGGAGCCATGGCGCGCCCCGGCCAGGCTGACCAACTGCGGAGCGCC

GGAAGACTGGCTGTGCAGTTTATGCGGTTGGTTCCCTGGCCCACCTGTTTGATAA

ATATAATTTTTGATGAATATTTATGCGAATGATACGAAAAAAATTCAACTTTAGTT

ATTAATGTGACTTTATTCCGCTCGTTTGTTAAATGGTTATAGGGTTTCTTCCCACA

TTTCCATATTTTTTTTAACATTTATTTTTAAATGTCTGTTTCTTAATGATATGTTAA

TTGTCTTCATTTTAGTAAGATTGATCATTCTACCCACGAAGTTAAACTTTTTTTGA

CCGCTATCGTGTGCAGTGCTGCGTGTAATTACCCGGGGACGAACGTCGCCTTCAG

GGTCGACGCCGGATCCAATTCAAACTACTTGGCTGTGCTCATAGAGTTCGAGGAC

GGCGACGGCGATCTCTCCGCCGTCGACTTCCGTCAGGCGCCGGACTCCGGCCCGT

GGATTCCCATGCAACAGTCATGGGGTGCCGTGTGGAAGATCAATTACGGTTCGCC

GCTGAAGGCGCCGTTCTCCTTCCGCCTGACTTCTCTCGCGTCCAAGAAGTCGCTAG

TAGTCCCAGATGTTATCCCAGCAGGCTGGCAGCCTGGAGCTACGTACAGGTCCCG

CGTGAACTTCAGGGGTTAA 


