IDENTIFICATION

Species: Aquilegia coerulea
Locus: Aqcoe3(G253300

Gene Model: Aqcoe3G253300.1.p
Description: AcEXLB-01

Family: Expansin Like B

3D structure:
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Superfanilies PLN03023

List of domain hits hd
Name Accession Description Interval E-value
[+] PLN03023 super family ci33621 Expansin-like B1; Provisional 27-255  4.00e-87
SEQUENCES

Peptide

>AcEXLB-01

MTLYLQPLTLLLVCVLLRQTLVDGATCKDCFIHSRAAHYPNSDEMGTETGACGFGSF
GAIINGGDVSAASNLYRDGVGCGACYQVRCTNSMYCSDKGVTVVITDSGSGDNTDFI
LSRRAYAKMSQTTYAAASLLALGVVDIEYRRVPCSYPYKNITFKIDENSNYPHYLAF
VIWYQQGKKDVTAVQLCETTNLSCKLLDRSHGAVWTVVTPPSGPLSIRMLLSDVDD
GEETWVVPLNNIPQNWKAGDIYDSGIQVE*

CDS (coding sequence)
>AcEXLB-01

ATGACTCTTTATCTTCAACCCCTTACCTTACTCCTTGTTTGTGTGCTTCTTAGGCAA
ACTCTTGTAGATGGGGCAACATGCAAAGATTGTTTTATCCATTCCAGAGCTGCTC
ACTATCCGAACTCAGATGAAATGGGAACAGAAACTGGAGCTTGTGGATTCGGTTC
ATTTGGAGCTATAATCAATGGTGGAGATGTTTCTGCTGCATCCAACCTTTACAGG
GATGGTGTAGGATGTGGGGCATGCTACCAAGTGAGGTGCACAAACAGCATGTAC
TGTTCAGACAAAGGTGTGACCGTGGTGATTACTGATAGTGGTTCGGGTGATAACA
CTGATTTCATACTAAGTAGACGAGCTTATGCGAAAATGTCTCAAACAACATATGC
AGCAGCATCATTACTAGCTCTTGGTGTTGTTGACATTGAATATAGACGTGTTCCAT
GCAGTTATCCATATAAGAATATCACCTTCAAGATTGATGAAAACAGCAATTACCC
TCACTACTTGGCCTTTGTCATATGGTATCAACAAGGCAAGAAGGATGTTACTGCT
GTACAACTATGTGAGACTACAAATTTATCATGCAAGCTATTGGACCGAAGTCATG
GAGCCGTTTGGACAGTTGTTACACCACCAAGTGGACCTTTGTCCATTAGGATGTT
ATTGAGTGATGTTGATGATGGAGAGGAAACATGGGTGGTGCCCCTCAACAACAT
ACCCCAGAACTGGAAAGCTGGAGACATATATGATTCAGGGATACAAGTGGAATA
A

Nucleotide
>AcEXLB-01

TCCTCTTCCTTCTACTACTGCTTCAATATTTCTTCCAATATCCTCTGCTTAGAGTTT
ATCACAATGACTCTTTATCTTCAACCCCTTACCTTACTCCTTGTTTGTGTGCTTCTT
AGGCAAACTCTTGTAGATGGGGCAACATGCAAAGATTGTTTTATCCATTCCAGAG



CTGCTCACTATCCGAACTCAGATGAAATGGGAACAGAAAGTGAGTGGGAAGCCC
CAACCAACATGATCAAATAAAGAAAAATGCAGATCGATTATAATTACTAGTACTA
GCTAGGATAAGTTTTGATGTTCTATATATAATATGTCGATCGAAGTACCTATTTGC
TAAATTGTTTTCTTAATGTCATGCAGCTGGAGCTTGTGGATTCGGTTCATTTGGAG
CTATAATCAATGGTGGAGATGTTTCTGCTGCATCCAACCTTTACAGGGATGGTGT
AGGATGTGGGGCATGCTACCAAGTAAGAACTAGTTAATGTAATTGATCATAAAA
GGATTTTACATTCGATCAGTAGTACTTCTGTTCTGTTACTAATGTTGTAATATGAT
CGATTTCCCAGGTGAGGTGCACAAACAGCATGTACTGTTCAGACAAAGGTGTGAC
CGTGGTGATTACTGATAGTGGTTCGGGTGATAACACTGATTTCATACTAAGTAGA
CGAGCTTATGCGAAAATGTCTCAAACAACATATGCAGCAGCATCATTACTAGCTC
TTGGTGTTGTTGACATTGAATATAGACGGTATGATCATCAGGCATCAGCACAGTG
GGATTCATGTATTCAAATAATTTAAGCATAACTATTTATATTAACAAATGATATAT
ATTAACTAACATGCATGGTGGTTCTTTGATTTACAGTGTTCCATGCAGTTATCCAT
ATAAGAATATCACCTTCAAGATTGATGAAAACAGCAATTACCCTCACTACTTGGC
CTTTGTCATATGGTATCAACAAGGCAAGAAGGATGTTACTGCTGTACAACTATGT
GAGGTACATATATATTCCAAGTAGCTAGAACAACCTAGTTAACAATTAGGCTGAG
ATTTTATTTCCTCAATAATATTTTGCCGTGCTTCTTATGATCGATCGTGTTCTTTAA
TTAACTATATATGAAATTGAAAATGCAGACTACAAATTTATCATGCAAGCTATTG
GACCGAAGTCATGGAGCCGTTTGGACAGTTGTTACACCACCAAGTGGACCTTTGT
CCATTAGGATGTTATTGAGTGATGTTGATGATGGAGAGGAAACATGGGTGGTGCC
CCTCAACAACATACCCCAGAACTGGAAAGCTGGAGACATATATGATTCAGGGAT
ACAAGTGGAATAAATCAAAAGTGTGGGATACAAAATTATACTACATAGTTGATTA
TTACTTGATTAAATTTATTTATATATGTTGTAGGACCATTGGCACTAGTTAGTTGT
GTGTATGTATGTGTATTTGGGAAGATAATTTGTATCAACAGCAAACCAAATCAAT
AAAA



