IDENTIFICATION

Species: Setaria italica

Locus: Seita.7G177400

Gene Model: Seita.7G177400.1.p
Description: SIitEXPB-11
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818
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Legend:
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DOMAIN ARCHITECTURE

carbohydrate binding site ) A
Specific hits

Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 46-169 1.47e-67
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, Pll and Plil from Lolium perenne 177-253 7.76e-26

MAPSRSLALFLLCILAPAPPVSAALLFGGGKSSAAAGKAADLDMEWRPATATWYGD
AEGDGSDGGACGYGTLVDVVPMKARVGSVSPVLFKDGEGCGACYKVKCLDRGICS
RRAVTVIVTDECPGGLCAFGHTHFDLSGAAFSRMAVAGAGGRLRDRGQLNVVYRRT
ACKYGGKNIAFRVNEGSTNFWLSLLVEFEDGEGDIGSMQIKQANSVEWLDMKHVW
GATWCLVRGPLVGPFSVRLATLSAKKTLTARDVIPRNWTPKATYTSRLNFEPSL*

CDS (coding sequence)
>SItEXPB-11

ATGGCTCCCTCGCGCTCCCTCGCCCTCTTCCTGCTCTGCATTCTGGCGCCGGCGCC
TCCCGTCTCCGCCGCATTGCTGTTCGGCGGCGGGAAGTCGTCGGCCGLCGGLGGGEG
AAGGCGGCGGACCTGGACATGGAGTGGCGGCCGGCCACCGCGACGTGGTACGGC
GACGCCGAGGGCGACGGCAGCGACGGCGGLCGLCGTGCGGGTACGGGALCGLTGGTG
GACGTGGTGCCGATGAAGGCGCGGGTGGGGTCGGTGAGCCCCGTGCTGTTCAAG
GACGGCGAGGGCTGCGGCGCCTGCTACAAGGTCAAGTGCCTGGACCGGGGCATC
TGCTCGCGCCGGGCGGTGACGGTGATCGTCACCGACGAGTGCCCCGGCGGGLTCT
GCGCCTTCGGCCACACGCACTTCGACCTCAGCGGCGCCGCCTTCAGCAGGATGGC
CGTCGCCGGCGCCGGCGGCLCGCCTTCGCGACCGGGGCCAGCTGAACGTCGTCTAC
AGGAGGACGGCCTGCAAGTACGGCGGGAAGAACATAGCATTCCGTGTGAACGAG
GGCTCGACCAACTTCTGGCTCTCGCTGCTCGTCGAGTTCGAGGACGGCGAAGGCG
ACATTGGATCCATGCAGATAAAGCAGGCCAACTCGGTGGAGTGGCTGGACATGA
AGCACGTGTGGGGGGCCACGTGGTGCCTGGTGCGGGGCCCGCTCGTGGGGCCCTT
CTCCGTGAGGCTGGCCACGCTGTCCGCCAAGAAGACGCTCACGGCCCGGGACGTC
ATCCCCAGGAACTGGACGCCCAAGGCCACCTACACCTCGCGCCTCAACTTCGAGC
CGTCCCTCTAG

Nucleotide
>SitEXPB-11

ACACTACACCACTCCTGCACTCCTCAATCCTCAATTCCTCATTGCCCTGCCGCCCA
TGCCCGTGTTGCCATTTGTACAGACTACAGAGCAGATAGCTTATCTCTAGCGAGG
CCAGCCCTGCCCAGCCAGCCGAGCACCTCTGGGGTCTGAGCTCTGACTGAGCATT



GGGGCTGGGGATTTCTCGAAGCCATAAAAGAGCGAGCCCCCAGAAAAGAAGCCT
ACCAAGTACCTCCAGCCCTCCGAGGCTCCGAGCAGCCGCAGTACCACTACCACTA
CTCCACCAGTCCAGCAAGCAAGGGAAGGGCGCAGCCGCGCAGGTGGGAAGAAG
GGGGGCGAGGAACCAATCCGACCCCCTCCATGGCTCCCTCGCGLCTCCCTCGLCCCT
CTTCCTGCTCTGCATTCTGGCGCCGGCGCCTCCCGTCTCCGCCGCATTGCTGTTCG
GCGGCGGGAAGTCGTCGGCCGCGGCGGGGAAGGCGGCGGACCTGGACATGGAGT
GGCGGCCGGCCACCGCGACGTGGTACGGCGACGCCGAGGGCGACGGCAGCGACG
GTAAGCGCTCTCTTCTCGGCTCCACACCAGCACATTGCACCGGTCTTCCCTAGCCA
TTTATTACTGGGAGCACACAGACACACAGTGGTAGCATACCATTACCAATTTACC
ATACGAGCAAAATACTCAGAACCTGTGCTTCGGAGAGTGCTACCAGTATACAGCA
ACACCGCTTGTCTTTCTTACTGCCCCGTTTGGATACCCGGCTAAAGTTCAGCACCT
GTCACGTCGGATGTTTGATGCTAATTAGAAGTATTAAACATAAGTTAATTATAAA
ACTAATTGCACAGATGGAGTCTAATTTGCGAGACGATTCTATTAAACCTAATTAG
TCCATGATTTGATAATGCGGTGCTACAGTAACCATTTGCTAATGATGAATTAATTA
GGTTTAATAGATTCATCTTGCGAATTAGTATAGGGATTTGCAATTAATTTTATAAT
TTGCTTATATTTAGTCCTCCTAATTATCATCCGATGTGGCACTGCTAAAGTTTAGC
ACATGGTATCCAAACATTCGTTCGCCGAGTAGATTGTTCAGCACTGGCCGTCAGG
TTAGCATCAGCCGGCAGAATTTTCTTTACCGCAGGTAGAAGAAAAATGTTTTCCT
TTGGGGTAGTAAAAGAAGACGAACAATTCCTCCTGTTGCCACTTTTTTTTTTGGCG
GGGGACCTCTGCGGATCCCATGAATCCCGGAGCGAAATTCGGTGGGLCCCCGTCCG
GGTCCCGGCACACTTGTCAAGCGGCCAGGCGCTCCGTCGCTTTACGATTCGCGCC
AGCATCCGGCGACCTTGCAGCAGGTCCATTCCATGCCGTTACCGGTGCCGTTGCT
GAAATCCTTGCGACATGAACACTCCCTGCCACGGTCAGTCTCCACCGACACTGCT
GGTAACCTTTGATTCTACCATAAGTAGAAGTTAATCCGGCAACAGTTAATACCCT
GAGCTCGCTGTTACTGCTAGCATTTACACCGTCCTGGGCAGTGGGCACTGTACTG
GCGGTACGTGGTTCACGGTAGATGACCTTCAGTTTTGTCGTCCTGTATGTTGACCC
GTCTCGCAACGGAACAGTTGGCACACCCGTGAGCCGCGACTTGTCCATCACAGGG
CTCTGTTCACGGGAACTTGCAGTCTTACACCCCGATGCTCTGCCCCCCGGCTGTTC
CCTCCGTAACACGGAGTATTTTTCTGCCACTGACATCGTGATTAGCTTAACAAAC
AATTGCCAGTAGTGGCTTTAACGGCATCCGTTTGGTTTCCTTCCAGGCGGCGCGTG
CGGGTACGGGACGCTGGTGGACGTGGTGCCGATGAAGGCGCGGGTGGGGTCGGT
GAGCCCCGTGCTGTTCAAGGACGGCGAGGGCTGCGGCGCCTGCTACAAGGTCAA
GTGCCTGGACCGGGGCATCTGCTCGCGCCGGGCGGTGACGGTGATCGTCACCGAC
GAGTGCCCCGGCGGGCTCTGCGCCTTCGGCCACACGCACTTCGACCTCAGCGGCG
CCGCCTTCAGCAGGATGGCCGTCGLCLCGGLCGLCCGGCGGCLCGLCTTCGCGALCCGGGE
CCAGCTGAACGTCGTCTACAGGAGGTGAGCAATCCGTCCCCGGCCCTGTTGTTAC
AGCAGTCTGCTCCCTGAATACTGGTGTCAGTTCAGAATCAACTGCTCTGCATTGC
ATAGCACTGATAGCAGCGGACAGGTAGAAACACAACTTGTCTCGTAAACCGTGA
TGCCATCCTGAAAAATGGTTGCTTGGCGTCTGAAAGCATCGCTGGACTGGACGCT
GGCGCTGTGAATTTCCTCTGTAGGAGTAGTACCATGAGCCCGATGAGGCGCAGTG
AGTTTAATTGTCCAGGGTTAAAATGGGAGGGAATGCAGCCCAGCTGTCTGTCAGT
CTCCGCTCTGCGGCTGAGTAGTTAAACATGCCTGAGCCTGACGTAACTCAGTCAG
TGTGTCATTAGTCTCACGAATTAGTCTCCTAATTAGTTTTATAATTAGACTATATT
TAATACTCCTAATTAGTGTCTAAACATCCAATTTTGTAATTAGATTATGTTTAATA
CTCCTAATTAGTATCTAAACATCCGATGATGTGACAGGACTAAAGTTTAGCCTCC
GTGAGCCAAACACCCCCTTAATCGCTTTGAACATCTCCTGATCACTCTCTTCGGAG
AGAGAAAAGGACAAGTGATCAATCCAGTTACGAGATTCCCTGTTTCGTTTTTCTG




TCACAAACTGACCGGTGCAGCGTCGTTTGTTTGTCCGTGCATATACTGATAATCTG
ATACACACCAGGACGGCCTGCAAGTACGGCGGGAAGAACATAGCATTCCGTGTG
AACGAGGGCTCGACCAACTTCTGGCTCTCGCTGCTCGTCGAGTTCGAGGACGGCG
AAGGCGACATTGGATCCATGCAGATAAAGCAGGTATATAACCCAGCAGAATTCC
TTCCATTGCATTTGCCTCCTACAGATTCAGAGTTTCAGAGTTCTTCAGACCTCACC
CTAGCACTAGCACGCTTCTTGGCCTCTTCTCTTTCTTGCACGGCCCTATTTCCCTTA
CCTAGCGACTGCACGCAAACAAAGCGATTGGGAAAGGAGGGGCTATCTCTTTGTC
CTTAACAACCTTTCGTGTTAGGTCCATGCCTCAAGATGCACCGGACCAAGACAGG
GCCCCCACAGCCGCATTGCCATACCGAGCATGTTGGAGACACGCGTGGTGTAGCG
TTGCTTTGCTTTTAGTACTCTAGCTAGCATTGCCACTGTTGTTTGGGTTCTTTCTAC
CCTGTCCATGTAGATCAACCTGAAGAAGTGAGGCCAAAAGTCCTGGCAGTTAAA
ATCTCCACCCATTGTTTACCCAATCTAAGGTTACATTTACACACCAAAAAGGCAG
CTCCTTATCTCGAACAGGGAAAACCACAGGCAAGAAGGCGTGCTAGTGCTTCTAC
TTTCTCGCGCTGTCTACCACACAAACCCTAGTCAAAGCTTTGCATAAAGACACAC
ACATCTACACGATCTTCTTTGCCGAATGATTCCCGTTCTGAATGTGTTGGAAAAGC
GGCACGTGAGCCCTGGCCGATGTTGTTGCTGCATCGACGACGAATCACTCGCCTT
TCCTCCTGTAAGTTGTAACCCACTGGTGTGCTTGGCCCCATGATGCTGTTTCTTCA
CCCCTGTCCCTCCTAAGTAAGACGGCCACGAAGACTAAGGGGGTGTTTGGATACA
CCCCACCAAAACTTAGCACCTGTTACATCGGATGTTTGGATGCTAATTAGGAATA
TTAAACATAGGCTAATTACGAAACTAATTGCACAGATGGAGTCTAATTCGCGAGA
CAAATCTATTAAGCCTAATTAGTCCATGATTTGATAATATAGTGCTACAGTAACC
ATTTGCTAATGATGGATTAATTAGACTTAATAGATTTGTCTCGCGAATTAGCACA
AGGTTCTGCAATTAGTTTTATAATTAGCTTATATTTAGTCCTCTAATTAGCATCAA
ACATCCGATATGACACTGCTAAAGTTTAGACCATCCAAACACCCCATAAAGAACC
CATGGCACTTGCACTGATTGGTCTCTTTCACGCTTGCCGTCCTTTTGTGTTGCGCT
AGTGAGTGCTTTCACAGTGGTCGTTAAGTGAAGCCTGACAGCCATCCTGCGCACG
CTCGTGGCCTTGTGGGCTGGGGAATCCAAAGATGCCAAGGGATCCCATGCCAACC
ATGCTGTTGCTTTTTTGTTGCCTTGTAAAGCTTAGATGCTGCCTGCTTTGCCTAGTG
GGTTTACATTTACAGTAACAACTCGAGCTGAACAATGCAGAGATACTATCATACC
TACTACAGCTGCTGACTGCTCTCTTACATTCACCCTGCCAATTTGCCATGGTTTCT
TGCAGGCCAACTCGGTGGAGTGGCTGGACATGAAGCACGTGTGGGGGGCCACGT
GGTGCCTGGTGCGGGGCCCGCTCGTGGGGCCCTTCTCCGTGAGGCTGGCCACGCT
GTCCGCCAAGAAGACGCTCACGGCCCGGGACGTCATCCCCAGGAACTGGACGCC
CAAGGCCACCTACACCTCGCGCCTCAACTTCGAGCCGTCCCTCTAGAAGAAAGGG
GAGGAGGCCGCCGCCGGAGTGGGCGCGGCGCCCGTGGGCCCACGTTTTATCGGC
CCCGGACGGACACTGCCATGTGGGCCCGCAAAGGCATGTGGCCCACTTGGCAGG
CAGCCAGGCAGGAATCCTGTCCTATTGGATGGATCGCAGCTGTTTTTCTGTATGC
AGGCAGCTTAGCCTGATCGTAGTATAGCTAGTGTATGCTGATGCATATGCATCGG
AAGTGTGTGATGCTAGTAGTTTTTTGTTGTGATTTGTGAGCAGAGTTCAGGAGCTT
GCCCAGGTACCAAGCAGCCGCCGTCTCCAAAGGAGAGAGAGCGTTCGCTGCTTG
CCCTGCTTGCTCGGGTCCTGGAAGGCCAGGAATCGGATGTGGAAGCTGGCCGGAC
CGTGGATCACTCGTGGTCATAGTGGGTCGTGGCGTCTTGTTCGCTCGTGTGTGCTT
GTTCCGGCGTCGATGTGCTTCTGTTTTGTGTTCGCCCTGATTGAAATGCAGAGTTC
GTGACAATGTCAGAATCTTATCTGTCCGCTATGAGGAATTTTGTGTGGCGCTTCAG
AATGACCCTGC



