IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0009s0092

Gene Model: Kalax.0009s0092.1.p
Description: KIEXPA-07

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1

GENE STRUCTURE

KIEXPA-07
5
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tibp 2iKibp 400bp Giinp B00bp 100bp 12006p 1400bp 1600p 18006p

Legend:

Exon — Intron

DOMAIN ARCHITECTURE

kS 100 125 150 175 200 25 248
s ———

Query seq.
Superfanilies PLNOOOS0

—+| Name Accession Description Interval E-value
[+] PLNOOO50 super family 3153 expansin A; Provisional 1-247 251e-139
SEQUENCES

Peptide

>KIEXPA-07

MGLAAVVCLSLLSWASLAYGSGAGWVAAHATFYGGGDASGTMGGACGYGNLYSQ
GYGTNTAALSTAMFNSGLSCGSCYEIRCVNDRRWCLPGSVVVTATNFCPPNNALPNN
AGGWCNPPLHHFDLSQPIFQHIAHYKAGIVPVAYKRVPCRRRGGIRFTINGHSYFNLV
LITNVGGAGDVHAVSIKGSRTQWRPMSRNWGQNWQSNSLLNDQSLSFKVTTSDGRT
VVSYNVAPSSWSFGRTYSGSQFH*

CDS (coding sequence)
>KIEXPA-07

ATGGGTCTTGCTGCGGTTGTGTGCCTGAGCTTGCTCTCCTGGGCATCACTGGCATA
TGGTTCAGGTGCAGGATGGGTAGCTGCTCATGCCACGTTCTATGGCGGCGGAGAT
GCTTCTGGGACAATGGGTGGAGCTTGTGGGTATGGAAACCTGTACAGCCAGGGCT
ACGGCACCAACACCGCAGCCTTAAGCACTGCCATGTTCAACAGCGGCTTGAGCTG
CGGATCTTGCTATGAGATCAGGTGTGTGAATGACAGGAGATGGTGTCTTCCTGGC
TCAGTTGTGGTCACCGCCACCAACTTCTGCCCTCCCAACAACGCCTTGCCCAACA
ATGCCGGTGGCTGGTGCAACCCTCCCCTCCACCACTTCGATCTCTCCCAGCCCATC
TTCCAGCACATCGCCCATTACAAGGCTGGCATTGTCCCAGTAGCCTACAAAAGGG
TGCCGTGCAGGAGAAGGGGAGGGATCAGGTTCACGATCAACGGCCACTCGTACT
TCAACCTAGTCCTGATCACCAACGTGGGAGGAGCTGGAGACGTGCACGCGGTCTC
GATCAAGGGCTCAAGGACCCAATGGCGGCCCATGTCGAGAAACTGGGGCCAAAA
CTGGCAGAGCAACAGCCTCCTCAACGACCAGAGCCTGTCGTTCAAGGTCACCACG
AGTGACGGCCGCACTGTCGTCTCCTACAACGTTGCTCCCTCCAGCTGGTCCTTCGG
CCGGACCTACTCCGGCTCTCAGTTTCACTAA

Nucleotide
>KIEXPA-07

ATGGGTCTTGCTGCGGTTGTGTGCCTGAGCTTGCTCTCCTGGGCATCACTGGCATA
TGGTTCAGGTGCAGGATGGGTAGCTGCTCATGCCACGTTCTATGGCGGCGGAGAT
GCTTCTGGGACAATGGGTATATCACATCTTACTTTTTTTTTTTTTTTTCTGTGAAGT
GGGTTCAAGTAGAGGTTTTTCCAACACCCATTTGCCCAAACATCACACTCTGTTTG
CCTAAAGGGACAAATTTTAAGACCCCCATTTGCCCCATCTTCACTTTATTGCTTTC

AAGGAACAGTCCTTGGGACACCACATCATGTCAGAATATGAAGTGTTATGAATTC




ATGTGGGAGGTGATTTATGTGTTTCTCACACCAACCAGTTTCGTCTGTTCGTCGAA
AATTTTTTAATCACATTTCATCATATCAAATATGATTAAAATTGATCAAATCACAT
TTATTAGCATGAAACATGATTAAATATCAAATTTTTATCTTCCGATTAAAGATCAA
TCTTTAAAGATCTATTTTAATCACGTTTCATCCTACCAAACATGATTAAAAATTTA
TTTTTTATCACGTTTGAAAGAATAAATGTGATACAAGATTGATATTTAATCATGTT
TAATTCTTCCAAACACGATTAAAGATTTTTTTTTAATAAAAAAATTTAATTAAATA
ATTTTTTTATGTATAATTGTTAAGAAAAAAATAATAAAATACATAATTAAAAAAT
AATCAAATATTTATTAACTTTCAAAAAATTATAATTAATATAATATGAAGAAAAG
TGGAAAAGATAAAATATGGCATGGGTCTACGTACAAATATTTGAAAGATTTGTTT
TAAGTTGAGAAAAAGATTTGTGAAAAGAAATTTATAATAAAACTGCAATGACTCT
AATCTACTTTTAGATTTATATGAACGTCGATGCCCTTATGACCCCAATCAACTTAA
AAGGACAAATCTTTTAGGGCACCCATTTGAATACTTCTGCAGAGGATAACTTTTG
GGATCCACTAGACAACATTTGAACATTTTTACCAGAAGTAGTTTAATTTCTGAGA
CACTCATTTGATGAAGTTCAAACTTATCTGTTGAAGGTGGAGCTTGTGGGTATGG
AAACCTGTACAGCCAGGGCTACGGCACCAACACCGCAGCCTTAAGCACTGCCAT
GTTCAACAGCGGCTTGAGCTGCGGATCTTGCTATGAGATCAGGTGTGTGAATGAC
AGGAGATGGTGTCTTCCTGGCTCAGTTGTGGTCACCGCCACCAACTTCTGCCCTCC
CAACAACGCCTTGCCCAACAATGCCGGTGGCTGGTGCAACCCTCCCCTCCACCAC
TTCGATCTCTCCCAGCCCATCTTCCAGCACATCGCCCATTACAAGGCTGGCATTGT
CCCAGTAGCCTACAAAAGGTACCAAGTCCTCATTCATCTTGCAACATGTTTGATG
TTCAATACGTACTTAAGAGTCAATTTTGGTTGCATGTCCAATTAGGACCCGACACT
GACGCTTAGTATTTGATTGTAAAAAAAAAATTTGTTTTTTCAACGTTATAAATGAT
TGATCAAATTAATGGCCATGGCAGCACCCGATGAATCCACGTAAATTTAAGTGAT
GAGTAAATAACTTGCATGGTGTTTTCAACTCTGTGCTGCTGTAGGGTGCCGTGCA
GGAGAAGGGGAGGGATCAGGTTCACGATCAACGGCCACTCGTACTTCAACCTAG
TCCTGATCACCAACGTGGGAGGAGCTGGAGACGTGCACGCGGTCTCGATCAAGG
GCTCAAGGACCCAATGGCGGCCCATGTCGAGAAACTGGGGCCAAAACTGGCAGA
GCAACAGCCTCCTCAACGACCAGAGCCTGTCGTTCAAGGTCACCACGAGTGACGG
CCGCACTGTCGTCTCCTACAACGTTGCTCCCTCCAGCTGGTCCTTCGGCCGGACCT
ACTCCGGCTCTCAGTTTCACTAA






