
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.9G417800 

Gene Model: PhHAL.9G417800.1.p 

Description: PhhEXPA-29 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXPA-29 

MASPSTAILALAVALVCAATAANARFTAMQWTPAHATFYGDETAAETMGGACGYG

NLYATGYGTDTAALSTTLFKDGYGCGTCYQIRCAGSPWCYRGSPVITVTATNLCPPN

WAQDSNNGGWCNPPRTHFDLSKPAFMRMAQWRAGIVPVMYRRVPCVRRGGLRFA

LQGNPYWLLAYVMNVAGAGDVAEMSVRSGRGAWVRMSHNWGASFQAFAQLGGR

ALSFKVTSYTTRQTVVATNVAPANWCLGLTYQARVNFS* 

CDS (coding sequence) 

>PhhEXPA-29 

ATGGCTTCTCCATCCACAGCCATCTTGGCCCTCGCCGTCGCGTTGGTCTGCGCAGC

CACCGCCGCGAATGCGAGGTTCACGGCGATGCAGTGGACTCCGGCGCACGCCAC

GTTCTACGGCGACGAGACCGCGGCCGAGACCATGGGTGGGGCGTGCGGGTACGG

CAACCTGTACGCGACGGGGTACGGCACGGACACGGCTGCGCTGAGCACGACACT

GTTCAAGGACGGGTACGGGTGCGGGACGTGCTACCAGATCCGGTGCGCGGGCTC

CCCCTGGTGCTACCGGGGCTCGCCGGTGATCACGGTGACGGCGACCAACCTGTGC

CCGCCCAACTGGGCGCAGGACTCCAACAACGGCGGCTGGTGCAACCCGCCGCGG

ACCCACTTCGACCTCTCCAAGCCGGCGTTCATGCGGATGGCCCAGTGGCGCGCCG

GCATCGTGCCGGTCATGTACCGGCGGGTGCCCTGCGTGAGGCGCGGCGGCCTCCG

GTTCGCGCTCCAGGGGAACCCCTACTGGCTGCTGGCGTACGTGATGAACGTGGCC

GGCGCCGGCGACGTCGCGGAGATGTCGGTGAGGAGCGGGCGCGGCGCGTGGGTG

CGCATGAGCCACAACTGGGGCGCGTCGTTTCAGGCGTTCGCGCAGCTCGGCGGCC

GGGCGCTCAGCTTCAAGGTCACCTCCTACACCACCCGGCAGACCGTCGTCGCCAC

CAACGTCGCGCCGGCAAACTGGTGCCTCGGGCTCACGTACCAGGCCCGCGTCAAC

TTCTCCTGA 

Nucleotide 

>PhhEXPA-29 

ATGGCTTCTCCATCCACAGCCATCTTGGCCCTCGCCGTCGCGTTGGTCTGCGCAGC

CACCGCCGCGAATGCGAGGTTCACGGCGATGCAGTGGACTCCGGCGCACGCCAC

GTTCTACGGCGACGAGACCGCGGCCGAGACCATGGGTACGTTGCTGCTTGTTACG

GTGCGTTAGCGGCGCCGCTTCCTCTTGGCATTTCGCTTACGGGTGCCGAGATTGTT

TTCGCCGAAGGTGGGGCGTGCGGGTACGGCAACCTGTACGCGACGGGGTACGGC



ACGGACACGGCTGCGCTGAGCACGACACTGTTCAAGGACGGGTACGGGTGCGGG

ACGTGCTACCAGATCCGGTGCGCGGGCTCCCCCTGGTGCTACCGGGGCTCGCCGG

TGATCACGGTGACGGCGACCAACCTGTGCCCGCCCAACTGGGCGCAGGACTCCA

ACAACGGCGGCTGGTGCAACCCGCCGCGGACCCACTTCGACCTCTCCAAGCCGGC

GTTCATGCGGATGGCCCAGTGGCGCGCCGGCATCGTGCCGGTCATGTACCGGCGG

GTGCCCTGCGTGAGGCGCGGCGGCCTCCGGTTCGCGCTCCAGGGGAACCCCTACT

GGCTGCTGGCGTACGTGATGAACGTGGCCGGCGCCGGCGACGTCGCGGAGATGT

CGGTGAGGAGCGGGCGCGGCGCGTGGGTGCGCATGAGCCACAACTGGGGCGCGT

CGTTTCAGGCGTTCGCGCAGCTCGGCGGCCGGGCGCTCAGCTTCAAGGTCACCTC

CTACACCACCCGGCAGACCGTCGTCGCCACCAACGTCGCGCCGGCAAACTGGTGC

CTCGGGCTCACGTACCAGGCCCGCGTCAACTTCTCCTGAAACTGAGAGGCCGGAG

GAGCACGTCGTTCCGTAGCAGAAGTTTGCAGGAGCTGTGATGCCGAGAACGCTCT

GCCCTGCTACGATGTTCCATTGTTTTCCTCTGTTCTCGTAGTTCAGAGTTCAGTCA

GATTTGGGACGTGTCGAGCGTTGCCCCCGTCCATGAGGAGCAGTGGGTTTGACGC

CAGCATTATTGATGTAAAGCTTGCTTAATTTTTTTTCTGGAAGACCGATGGGCGCA

AATCATGGC 




