IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.9G417800

Gene Model: PhHAL.9G417800.1.p
Description: PhhEXPA-29

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm

GENE STRUCTURE

PhhEXPA-29
5

| 1 1 1 1 1
by by 400bp Giinp 8iKbp 1000

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

Query seq.
Superfanilies

PLNOD193
+ Name Accession Description Interval E-value
[+] PLN0O193 super family 33423 expansin-A; Provisional 26-256 457e-92
Peptide

>PhhEXPA-29

MASPSTAILALAVALVCAATAANARFTAMQWTPAHATFYGDETAAETMGGACGYG
NLYATGYGTDTAALSTTLFKDGYGCGTCYQIRCAGSPWCYRGSPVITVTATNLCPPN
WAQDSNNGGWCNPPRTHFDLSKPAFMRMAQWRAGIVPVMYRRVPCVRRGGLRFA
LQGNPYWLLAYVMNVAGAGDVAEMSVRSGRGAWVRMSHNWGASFQAFAQLGGR
ALSFKVTSYTTRQTVVATNVAPANWCLGLTYQARVNFS*

CDS (coding sequence)
>PhhEXPA-29

ATGGCTTCTCCATCCACAGCCATCTTGGCCCTCGCCGTCGCGTTGGTCTGCGCAGC
CACCGCCGCGAATGCGAGGTTCACGGCGATGCAGTGGACTCCGGCGCACGCCAC
GTTCTACGGCGACGAGACCGCGGCCGAGACCATGGGTGGGGCGTGCGGGTACGG
CAACCTGTACGCGACGGGGTACGGCACGGACACGGCTGCGCTGAGCACGACACT
GTTCAAGGACGGGTACGGGTGCGGGACGTGCTACCAGATCCGGTGCGCGGGCTC
CCCCTGGTGCTACCGGGGCTCGCCGGTGATCACGGTGACGGCGACCAACCTGTGC
CCGCCCAACTGGGCGCAGGACTCCAACAACGGCGGCTGGTGCAACCCGLLGLGEG
ACCCACTTCGACCTCTCCAAGCCGGCGTTCATGCGGATGGCCCAGTGGCGCGLCG
GCATCGTGCCGGTCATGTACCGGCGGGTGCCCTGCGTGAGGCGCGGLGGLCTCCG
GTTCGCGCTCCAGGGGAACCCCTACTGGCTGCTGGCGTACGTGATGAACGTGGCC
GGCGCCGGCGACGTCGCGGAGATGTCGGTGAGGAGCGGGCGCGGCGCGTGGGTG
CGCATGAGCCACAACTGGGGCGCGTCGTTTCAGGCGTTCGCGCAGCTCGGCGGLC
GGGCGCTCAGCTTCAAGGTCACCTCCTACACCACCCGGCAGACCGTCGTCGCCAC
CAACGTCGCGCCGGCAAACTGGTGCCTCGGGCTCACGTACCAGGCCCGCGTCAAC
TTCTCCTGA

Nucleotide
>PhhEXPA-29

ATGGCTTCTCCATCCACAGCCATCTTGGCCCTCGCCGTCGCGTTGGTCTGCGCAGC
CACCGCCGCGAATGCGAGGTTCACGGCGATGCAGTGGACTCCGGCGCACGCCAC
GTTCTACGGCGACGAGACCGCGGCCGAGACCATGGGTACGTTGCTGCTTGTTACG
GTGCGTTAGCGGCGCCGCTTCCTCTTGGCATTTCGCTTACGGGTGCCGAGATTGTT
TTCGCCGAAGGTGGGGCGTGCGGGTACGGCAACCTGTACGCGACGGGGTACGGC



ACGGACACGGCTGCGCTGAGCACGACACTGTTCAAGGACGGGTACGGGTGCGGG
ACGTGCTACCAGATCCGGTGCGCGGGCTCCCCCTGGTGCTACCGGGGCTCGCCGG
TGATCACGGTGACGGCGACCAACCTGTGCCCGCCCAACTGGGCGCAGGACTCCA
ACAACGGCGGCTGGTGCAACCCGCCGCGGACCCACTTCGACCTCTCCAAGCCGGC
GTTCATGCGGATGGCCCAGTGGCGCGCCGGCATCGTGCCGGTCATGTACCGGCGG
GTGCCCTGCGTGAGGCGCGGCGGCCTCCGGTTCGCGCTCCAGGGGAACCCCTACT
GGCTGCTGGCGTACGTGATGAACGTGGCCGGCGCCGGCGACGTCGCGGAGATGT
CGGTGAGGAGCGGGCGCGGCGCGTGGGTGCGCATGAGCCACAACTGGGGCGLGT
CGTTTCAGGCGTTCGCGCAGCTCGGCGGCCGGGCGCTCAGCTTCAAGGTCACCTC
CTACACCACCCGGCAGACCGTCGTCGCCACCAACGTCGCGCCGGCAAACTGGTGC
CTCGGGCTCACGTACCAGGCCCGCGTCAACTTCTCCTGAAACTGAGAGGCCGGAG
GAGCACGTCGTTCCGTAGCAGAAGTTTGCAGGAGCTGTGATGCCGAGAACGCTCT
GCCCTGCTACGATGTTCCATTGTTTTCCTCTGTTCTCGTAGTTCAGAGTTCAGTCA
GATTTGGGACGTGTCGAGCGTTGCCCCCGTCCATGAGGAGCAGTGGGTTTGACGC
CAGCATTATTGATGTAAAGCTTGCTTAATTTTTTTTCTGGAAGACCGATGGGCGCA
AATCATGGC





