
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.0346s0034 

Gene Model: Kalax.0346s0034.1.p 

Description: KlEXPA-37 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPA-37 

MGKVLTRKVPRPTNRCFRGSSFHIQHGCHENAYQLFSDSRTSDPELSQHCVNWGEAK

KVRAVSVKGRNGGSVKVALAAWFGSLDDLIHKHLDLQLRPVIDPKRVLAGDGMLQ

AVRVSDGQARFCSRYAIKTVGRCDFHGKLQGMTAHPKLDPDTDELFAFRYGLSRPFL

SYFRFDPISKKLPDDPVTSLDRLSLFHDFAITKRYAIFFETQIGVSTIQRIKGGGPPIAAD

LSKVPRLGILPRYANEESQIVWLDAPGFNMLHPVNAWDDGEDGEGNSSCRNRVAAL

VDGKGSDKSPARDSVETPGLIDELGSCCDKSVLCRKEESVCIWLGSSGGITGVAKLDL

DEENGGVSGIRMYGQGCYGGEPFFLARDPDNVEAEEDDGCLATYNQDETTGESRFL

VMDAKSSDLDIVAAVKLPQRVPYGFHSIFVRDEDLDGAPKMVATLHHSLSPPPRRRH

HHHHHHLLVITLTTSFSLLAAHESFSTSSPSAPASASSDWRSARATYYAAADPNEAVG

GACGYGDLSRAGYGLATAGLSQALFERGQICGACFQIKCVEDMRWCIPGTSIIVTATN

FCAPNYGFTSEGGGHCNPPNSHFVLPIEAFEKIAIWKAGNMPVQYRRIKCRKEGGVRF

SVNGFGVFISVLVTNVAGAGDITAMKIKGSRTGWLPMGRNWGQNWHINADLKSQPL

SFELTSSDGHTLTSYNVASRSWNFGQTFEGKQFES* 

CDS (coding sequence) 

>KlEXPA-37 

ATGGGGAAGGTTCTTACTCGAAAAGTTCCACGGCCAACCAACCGATGCTTCAGGG

GCAGTTCCTTCCATATACAGCATGGATGCCATGAAAACGCCTACCAGCTATTTTC

AGACAGTAGGACTTCTGACCCAGAACTGTCGCAGCACTGTGTCAACTGGGGAGA

AGCAAAAAAAGTTCGAGCTGTTAGTGTCAAGGGTCGAAATGGCGGGTCTGTTAA

GGTCGCATTGGCGGCGTGGTTTGGCTCCTTGGATGATTTGATACACAAGCACTTG

GATCTTCAGCTGAGACCAGTTATAGACCCAAAGCGCGTCCTAGCAGGCGATGGG

ATGCTTCAGGCAGTCCGCGTATCGGACGGGCAGGCCAGATTCTGTAGCCGTTATG

CCATCAAGACCGTCGGCCGCTGTGATTTCCACGGCAAGTTACAGGGGATGACTGC

GCATCCAAAGCTTGATCCTGATACCGATGAGCTCTTTGCATTCCGGTACGGCCTGT

CCCGCCCGTTCCTCAGCTATTTCCGATTTGATCCCATCAGCAAGAAGCTTCCAGAC

GACCCGGTTACCTCCCTGGATCGACTCTCCCTTTTTCATGACTTTGCCATAACAAA

GCGGTACGCTATATTCTTCGAGACACAGATAGGCGTCAGCACTATACAGAGAATA

AAGGGAGGAGGGCCGCCGATAGCGGCCGACCTCAGTAAAGTTCCGAGACTCGGA

ATCCTCCCAAGATACGCCAATGAAGAGTCACAAATTGTGTGGCTCGATGCTCCTG

GATTCAACATGTTACATCCGGTAAATGCGTGGGATGACGGCGAGGATGGGGAAG



GAAATAGTTCTTGTCGGAACAGAGTTGCTGCACTTGTCGATGGAAAAGGTTCGGA

TAAGTCTCCGGCCCGGGACAGTGTCGAGACACCTGGTCTCATCGATGAGCTTGGA

TCTTGCTGTGATAAATCGGTCTTATGCCGGAAAGAAGAATCGGTATGTATATGGC

TCGGTTCTTCAGGCGGGATAACCGGTGTGGCGAAGCTCGACCTAGATGAGGAAA

ACGGCGGTGTTTCGGGGATCCGGATGTATGGCCAAGGATGCTACGGCGGAGAGC

CGTTCTTTTTGGCTAGAGACCCGGACAATGTGGAAGCTGAGGAAGACGACGGAT

GTCTTGCTACTTACAACCAGGACGAGACGACTGGAGAGTCACGGTTTCTCGTCAT

GGATGCCAAGTCCTCCGACCTTGACATCGTTGCTGCTGTGAAGCTTCCACAGCGC

GTGCCGTACGGCTTTCACTCCATTTTTGTCCGGGATGAAGACCTCGACGGAGCTC

CAAAAATGGTAGCAACGCTTCATCACTCACTCTCACCGCCACCACGCCGCCGCCA

CCACCACCACCACCACCATCTTCTTGTCATCACGCTGACCACTTCATTTTCCTTAC

TCGCCGCCCATGAGTCTTTCTCCACCTCCTCTCCCTCCGCCCCCGCCTCCGCCTCCT

CCGACTGGCGGTCGGCGCGCGCGACGTACTACGCGGCCGCGGATCCGAACGAGG

CGGTGGGGGGAGCGTGCGGGTACGGCGATCTGAGCAGGGCCGGGTACGGGCTGG

CCACGGCGGGGCTGAGCCAGGCGCTGTTCGAGCGGGGGCAGATCTGCGGCGCCT

GCTTCCAGATCAAATGCGTGGAGGACATGCGGTGGTGTATTCCTGGAACGTCGAT

CATCGTCACGGCCACGAATTTCTGCGCGCCGAACTACGGGTTTACCAGCGAAGGC

GGTGGACATTGTAATCCGCCGAATAGTCACTTCGTGCTTCCGATTGAGGCGTTTG

AGAAGATCGCGATCTGGAAGGCTGGGAATATGCCTGTTCAGTACAGGAGGATAA

AGTGCAGGAAGGAAGGAGGCGTCCGATTCTCAGTCAATGGCTTTGGCGTCTTCAT

CTCAGTCCTGGTAACCAACGTAGCTGGTGCTGGCGACATAACAGCCATGAAAATA

AAGGGTTCTAGAACTGGATGGCTTCCAATGGGCAGAAATTGGGGCCAGAACTGG

CACATCAACGCCGATCTGAAGAGCCAGCCTCTCTCATTTGAGCTCACCAGCAGCG

ACGGTCATACTCTAACATCCTACAATGTCGCTTCCCGTAGCTGGAACTTCGGACA

AACCTTTGAAGGCAAACAATTCGAATCTTGA 

Nucleotide 

>KlEXPA-37 

ATGGGGAAGGTAGAATTTACTGGAGCCCAAGTGGGACCAAAGCGACCGGACAAT

GAAAACAGGCCAATCTGGCAAGCTTCATATCAATGAATGATCCTTAACTGCTTCA

GGTTCTTACTCGAAAAGTTCCACGGCCAACCAACCGATGCTTCAGGGGCAGTTCC

TTCCATATACAGGTAATGAAGTATCTGTTTGTAACGGAAAAGTAGGCTCGAATAT

ATGCCTGATTGTTGAGTTGTCGGACTCTAAGATGCAAGTATCAGAAAATCGGAGA

AAACATGAGATGTGGTTCTTCGGTTATGTTGTCAGGGGCAGTTACATGTCAGACC

CGTAAATGGTTTCTTTTCTTTTCTTCGTCTTCCACCTGAGAATTCTGTCTTCTTTCC

CTATCCAGGTAATGAAATTTCTGATTTATGATGCAGCCTCCAGCTGAAGCTGAGA

TGAACGCATGCTGGCTATCGGTTTGGTCATAGCATGGATGCCATGAAAACGCCTA

CCAGCTATTTTCAGACAGTAGGACTTCTGACCCAGAACTGTCGCAGCACTGTGTC

AACTGGGGAGAAGCAAAAAAAGTTCGAGCTGTTAGTGTCAAGGGTCGAAATGGC

GGGTCTGTTAAGGTCGCATTGGCGGCGTGGTTTGGCTCCTTGGATGATTTGATAC

ACAAGCACTTGGATCTTCAGCTGAGACCAGTTATAGACCCAAAGCGCGTCCTAGC

AGGCAACTTTACTCAGTTGACGAAACTCCTCCCACAGAATGCGAAGTGCTGGAAG

GAGCCCTCCCTCCGTTTCTGAATGGTGTTTGCATCCGCAACGGGCCGAACCCGTA

GCTCCCTCCCCACGGACCTCATCACCTTTTTGAAGGCGATGGGATGCTTCAGGCA

GTCCGCGTATCGGACGGGCAGGCCAGATTCTGTAGCCGGTATGTGTAGACACAAA

AGTACACGGTGGAGCGTGATGTGGGCTGTTCAGTCGCCTTCAAATTTTATTCCGC



CTTCTGCTGCCACAGGCAGCGGACCTTGCGCGCATTGTAGTAGACCGAGTCAGAA

GATTAGCCGGCCTGTACAATCCTGTCAACGGCACAGGCCGCGCAAATACCAGCTT

GGCTTACTTGGGCTACCGTCTGTTTGTTCTGGAAGAGTCTGATGCCCCGTACGCTG

TTCAAGTTATGCCATCAAGACCGTCGGCCGCTGTGATTTCCACGGCAAGTTACAG

GGGATGACTGCGCATCCAAAGCTTGATCCTGATACCGATGAGCTCTTTGCATTCC

GGTACGGCCTGTCCCGCCCGTTCCTCAGCTATTTCCGATTTGATCCCATCAGCAAG

AAGCTTCCAGACGACCCGGTTACCTCCCTGGATCGACTCTCCCTTTTTCATGACTT

TGCCATAACAAAGCGGTACGCTATATTCTTCGAGACACAGATAGGCGTCAGCACT

ATACAGAGAATAAAGGGAGGAGGGCCGCCGATAGCGGCCGACCTCAGTAAAGTT

CCGAGACTCGGAATCCTCCCAAGATACGCCAATGAAGAGTCACAAATTGTGTGGC

TCGATGCTCCTGGATTCAACATGTTACATCCGGTAAATGCGTGGGATGACGGCGA

GGATGGGGAAGGAAATAGTTCTTGTCGGGTGTAACATTTCGCCTATAGAGCACTT

CCCGGACAGAACAGAGTTGCTGCACTTGTCGATGGAAAAGGTTCGGATAAGTCTC

CGGCCCGGGACAGTGTCGAGACACCTGGTCTCATCGATGAGCTTGGATCTTGCTG

TGATAAATCGGTCTTATGCCGGAAAGAAGAATCGGTATGTATATGGCTCGGTTCT

TCAGGCGGGATAACCGGTGTGGCGAAGCTCGACCTAGATGAGGAAAACGGCGGT

GTTTCGGGGATCCGGATGTATGGCCAAGGATGCTACGGCGGAGAGCCGTTCTTTT

TGGCTAGAGACCCGGACAATGTGGAAGCTGAGGAAGACGACGGATGTCTTGCTA

CTTACAACCAGGACGAGACGACTGGAGAGTCACGGTTTCTCGTCATGGATGCCAA

GTCCTCCGACCTTGACATCGTTGCTGCTGTGAAGCTTCCACAGCGCGTGCCGTAC

GGCTTTCACTCCATTTTTGTCCGGGATGAAGACCTCGACGGGTCTTTCATGTCCGA

ATAGCCTACCTACGTAGCAATTGTAAGTAGTAACATGACATGTTCGAGACTCGAG

AGTTTCTTAGACCGAGTCACGAGACGTGACACTTAGGTATCATACTGGACTCTCA

CGATTGGGCCAGCCCTTCAAATGTCGGCCCAACAGCGGCCCAGCAACCGGTTTGG

TAAAGAAACCTCAAAAGCAGAGCAAAAGCGCGACCCCAACGGATCTTTTCCTTCC

TCCACCTTCTTCTTCCTCCTACCCTTTTTTTATGTTTACTTTATTTTTATTTATGTTC

TCAGAGCTCCAAAAATGGTAGCAACGCTTCATCACTCACTCTCACCGCCACCACG

CCGCCGCCACCACCACCACCACCACCATCTTCTTGTCATCACGCTGACCACTTCAT

TTTCCTTACTCGCCGCCCATGAGTCTTTCTCCACCTCCTCTCCCTCCGCCCCCGCCT

CCGCCTCCTCCGACTGGCGGTCGGCGCGCGCGACGTACTACGCGGCCGCGGATCC

GAACGAGGCGGTGGGGGGAGCGTGCGGGTACGGCGATCTGAGCAGGGCCGGGTA

CGGGCTGGCCACGGCGGGGCTGAGCCAGGCGCTGTTCGAGCGGGGGCAGATCTG

CGGCGCCTGCTTCCAGATCAAATGCGTGGAGGACATGCGGTGGTGTATTCCTGGA

ACGTCGATCATCGTCACGGCCACGAATTTCTGCGCGCCGAACTACGGGTTTACCA

GCGAAGGCGGTGGACATTGTAATCCGCCGAATAGTCACTTCGTGCTTCCGATTGA

GGCGTTTGAGAAGATCGCGATCTGGAAGGCTGGGAATATGCCTGTTCAGTACAGG

AGGTAACTGCTATTGCTGCTGCTTTTGAAATTGATTATTATTGGCTCTAGGGTTTG

ATTATATGCCTGTTTTTCACTGGCATTGAATGCATGCCTTGAGCTATTTAGGTAGC

TAGGTTAAGTGAGTAGATAGTGGAAGCTTGGATCTCTAAAGTACATGGCGCCACA

TTGGCTGCTGACTGGTCTGAGACTAGTGAAGTGTGCTGGGTTAAGGATTTGTTGA

TGCGGTGAGGTTTTCCAAGTAGGAGATGTGCGAGGCATATTTTATGAAAATGGTT

TGTTAATGCTTAGTTTATTTGCTTTTAATGTAGCACATTTATGCTGCTAGTTCATCG

GAATTGTTAGGTTACCCTATTTCGACGCACACAGCTCATTCAAACATTATTAGGAT

CACTCTTGAAAGTCCAAACTATGTAGAGGCGACTTAGATTGTGTTTGGTTTAAGA

AAAATTTGAGAGAAAATGAAATGGAATCCTTTGTTTGGTTTGAGAAAAATTGGGG

ATGGAAACCTAAATGAAAAAGTAGATGGGGAGGAAAATTTGTTTAAATTAAGGA

ATGTTTTAGTATTTTCTCCAAAATTTTCCACCCCTAACCAAACAAGGGAAAATAA



GATAGATTCTATGGGGAATTCATTTCCCTCAAATATTTTCCCCAAACCAAACACA

CCCTTAAATTTTCAGATTTACCAGATTTACCAGAAATGTACGTATATGGTTGTGGC

AGTTAGATCTGAGTAAATGTGATGTATTGAAGGAGGTTGTCGATATTGACCGTGA

GCTTTGGCATGGGTTGCATTTCTTGTTTGTCTGTGTCTTTGCAAGTCATGGAACTTT

CCATTTCTGTGCAGCAACCGTATTGTATTTATATTGTTTAGAGCATTAGGATTTGT

TGCTAGATTCAGAAGCATGTGTGCGGTTGAATGCAATGTGTTTCCTGACACAAAA

CTCTTTAGGCATAGCCTCCGGATCTGTTAAATGAAATATGAATTACTCAACTGTCT

TGGCTTCCGCCAATACCACGAAACATATTGAAGCTGTATATTTGTTTCTTTAGTGT

TGATAAAATCACGATTCATGACTTACCTAAGATTGTGTGCCTGTGTTCTTACGAAT

TGGTGATATACAACACTTACGTTGGGGGAATCAATCGGATTTCAGCAGGCCTTTT

CGTGGCCGAACAAGTGGGAATGGGATTGTTTTTGTCCCTCATCTTATTATGTGCTG

TCACTTATATATCTCATTGTTGCAGTCGAGTTTTAGTATTGTTTTACGAGTCTACTC

GAAATTGATATGGGGCATTTTCACATTATTAGCTTCTGCTTAGCCCATGGGTTATT

GCCGCTTGGTCAGTATATCACGCATCTCAAATTGATATATCACATGTCTTCCTCCA

GGATAAAGTGCAGGAAGGAAGGAGGCGTCCGATTCTCAGTCAATGGCTTTGGCG

TCTTCATCTCAGTCCTGGTAACCAACGTAGCTGGTGCTGGCGACATAACAGCCAT

GAAAATAAAGGGTTCTAGAACTGGATGGCTTCCAATGGGCAGAAATTGGGGCCA

GAACTGGCACATCAACGCCGATCTGAAGAGCCAGCCTCTCTCATTTGAGCTCACC

AGCAGCGACGGTCATACTCTAACATCCTACAATGTCGCTTCCCGTAGCTGGAACT

TCGGACAAACCTTTGAAGGCAAACAATTCGAATCTTGA 




