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Species: Kalanchoe laxiflora
Locus: Kalax.0346s0034

Gene Model: Kalax.0346s0034.1.p
Description: KIEXPA-37

Family: Alpha Expansin

3D structure:
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Query seq,
Superfanilies RPEGS superfamily bl PLNQOOSO

List of domain hits e
+ Name Accession Description Interval E-value
[+] PLNDOO50 super family ci31535 expansin A; Provisiona 497-720 8.39e-90
[+] RPEBS5 super family cl10080 Retinal pigment epithelial membrane protein; This family represents a retinal pigment . 129-435 1.78e-70
Peptide

>KIEXPA-37

MGKVLTRKVPRPTNRCFRGSSFHIQHGCHENAYQLFSDSRTSDPELSQHCVNWGEAK
KVRAVSVKGRNGGSVKVALAAWFGSLDDLIHKHLDLQLRPVIDPKRVLAGDGMLQ
AVRVSDGQARFCSRYAIKTVGRCDFHGKLQGMTAHPKLDPDTDELFAFRY GLSRPFL
SYFRFDPISKKLPDDPVTSLDRLSLFHDFAITKRYAIFFETQIGVSTIQRIKGGGPPIAAD
LSKVPRLGILPRYANEESQIVWLDAPGFNMLHPVNAWDDGEDGEGNSSCRNRVAAL
VDGKGSDKSPARDSVETPGLIDELGSCCDKSVLCRKEESVCIWLGSSGGITGVAKLDL
DEENGGVSGIRMYGQGCYGGEPFFLARDPDNVEAEEDDGCLATYNQDETTGESRFL
VMDAKSSDLDIVAAVKLPQRVPYGFHSIFVRDEDLDGAPKMVATLHHSLSPPPRRRH
HHHHHHLLVITLTTSFSLLAAHESFSTSSPSAPASASSDWRSARATYYAAADPNEAVG
GACGYGDLSRAGYGLATAGLSQALFERGQICGACFQIKCVEDMRWCIPGTSIIVTATN
FCAPNYGFTSEGGGHCNPPNSHFVLPIEAFEKIAIWKAGNMPVQYRRIKCRKEGGVRF
SVNGFGVFISVLVTNVAGAGDITAMKIKGSRTGWLPMGRNWGQNWHINADLKSQPL
SFELTSSDGHTLTSYNVASRSWNFGQTFEGKQFES*

CDS (coding sequence)
>KIEXPA-37

ATGGGGAAGGTTCTTACTCGAAAAGTTCCACGGCCAACCAACCGATGCTTCAGGG
GCAGTTCCTTCCATATACAGCATGGATGCCATGAAAACGCCTACCAGCTATTTTC
AGACAGTAGGACTTCTGACCCAGAACTGTCGCAGCACTGTGTCAACTGGGGAGA
AGCAAAAAAAGTTCGAGCTGTTAGTGTCAAGGGTCGAAATGGCGGGTCTGTTAA
GGTCGCATTGGCGGCGTGGTTTGGCTCCTTGGATGATTTGATACACAAGCACTTG
GATCTTCAGCTGAGACCAGTTATAGACCCAAAGCGCGTCCTAGCAGGCGATGGG
ATGCTTCAGGCAGTCCGCGTATCGGACGGGCAGGCCAGATTCTGTAGCCGTTATG
CCATCAAGACCGTCGGCCGCTGTGATTTCCACGGCAAGTTACAGGGGATGACTGC
GCATCCAAAGCTTGATCCTGATACCGATGAGCTCTTTGCATTCCGGTACGGCCTGT
CCCGCCCGTTCCTCAGCTATTTCCGATTTGATCCCATCAGCAAGAAGCTTCCAGAC
GACCCGGTTACCTCCCTGGATCGACTCTCCCTTTTTCATGACTTTGCCATAACAAA
GCGGTACGCTATATTCTTCGAGACACAGATAGGCGTCAGCACTATACAGAGAATA
AAGGGAGGAGGGCCGCCGATAGCGGCCGACCTCAGTAAAGTTCCGAGACTCGGA
ATCCTCCCAAGATACGCCAATGAAGAGTCACAAATTGTGTGGCTCGATGCTCCTG
GATTCAACATGTTACATCCGGTAAATGCGTGGGATGACGGCGAGGATGGGGAAG



GAAATAGTTCTTGTCGGAACAGAGTTGCTGCACTTGTCGATGGAAAAGGTTCGGA
TAAGTCTCCGGCCCGGGACAGTGTCGAGACACCTGGTCTCATCGATGAGCTTGGA
TCTTGCTGTGATAAATCGGTCTTATGCCGGAAAGAAGAATCGGTATGTATATGGC
TCGGTTCTTCAGGCGGGATAACCGGTGTGGCGAAGCTCGACCTAGATGAGGAAA
ACGGCGGTGTTTCGGGGATCCGGATGTATGGCCAAGGATGCTACGGCGGAGAGC
CGTTCTTTTTGGCTAGAGACCCGGACAATGTGGAAGCTGAGGAAGACGACGGAT
GTCTTGCTACTTACAACCAGGACGAGACGACTGGAGAGTCACGGTTTCTCGTCAT
GGATGCCAAGTCCTCCGACCTTGACATCGTTGCTGCTGTGAAGCTTCCACAGCGC
GTGCCGTACGGCTTTCACTCCATTTTTGTCCGGGATGAAGACCTCGACGGAGCTC
CAAAAATGGTAGCAACGCTTCATCACTCACTCTCACCGCCACCACGCCGCCGCCA
CCACCACCACCACCACCATCTTCTTGTCATCACGCTGACCACTTCATTTTCCTTAC
TCGCCGCCCATGAGTCTTTCTCCACCTCCTCTCCCTCCGCCCCCGCCTCCGCCTCCT
CCGACTGGCGGTCGGCGCGCGCGACGTACTACGCGGCCGCGGATCCGAACGAGG
CGGTGGGGGGAGCGTGCGGGTACGGCGATCTGAGCAGGGCCGGGTACGGGLTGE
CCACGGCGGGGCTGAGCCAGGCGCTGTTCGAGCGGGGGCAGATCTGCGGLGLCCT
GCTTCCAGATCAAATGCGTGGAGGACATGCGGTGGTGTATTCCTGGAACGTCGAT
CATCGTCACGGCCACGAATTTCTGCGCGCCGAACTACGGGTTTACCAGCGAAGGC
GGTGGACATTGTAATCCGCCGAATAGTCACTTCGTGCTTCCGATTGAGGCGTTTG
AGAAGATCGCGATCTGGAAGGCTGGGAATATGCCTGTTCAGTACAGGAGGATAA
AGTGCAGGAAGGAAGGAGGCGTCCGATTCTCAGTCAATGGCTTTGGCGTCTTCAT
CTCAGTCCTGGTAACCAACGTAGCTGGTGCTGGCGACATAACAGCCATGAAAATA
AAGGGTTCTAGAACTGGATGGCTTCCAATGGGCAGAAATTGGGGCCAGAACTGG
CACATCAACGCCGATCTGAAGAGCCAGCCTCTCTCATTTGAGCTCACCAGCAGCG
ACGGTCATACTCTAACATCCTACAATGTCGCTTCCCGTAGCTGGAACTTCGGACA
AACCTTTGAAGGCAAACAATTCGAATCTTGA

Nucleotide
>SKIEXPA-37

ATGGGGAAGGTAGAATTTACTGGAGCCCAAGTGGGACCAAAGCGACCGGACAAT
GAAAACAGGCCAATCTGGCAAGCTTCATATCAATGAATGATCCTTAACTGCTTCA
GGTTCTTACTCGAAAAGTTCCACGGCCAACCAACCGATGCTTCAGGGGCAGTTCC
TTCCATATACAGGTAATGAAGTATCTGTTTGTAACGGAAAAGTAGGCTCGAATAT
ATGCCTGATTGTTGAGTTGTCGGACTCTAAGATGCAAGTATCAGAAAATCGGAGA
AAACATGAGATGTGGTTCTTCGGTTATGTTGTCAGGGGCAGTTACATGTCAGACC
CGTAAATGGTTTCTTTTCTTTTCTTCGTCTTCCACCTGAGAATTCTGTCTTCTTTCC
CTATCCAGGTAATGAAATTTCTGATTTATGATGCAGCCTCCAGCTGAAGCTGAGA
TGAACGCATGCTGGCTATCGGTTTGGTCATAGCATGGATGCCATGAAAACGCCTA
CCAGCTATTTTCAGACAGTAGGACTTCTGACCCAGAACTGTCGCAGCACTGTGTC
AACTGGGGAGAAGCAAAAAAAGTTCGAGCTGTTAGTGTCAAGGGTCGAAATGGC
GGGTCTGTTAAGGTCGCATTGGCGGCGTGGTTTGGCTCCTTGGATGATTTGATAC
ACAAGCACTTGGATCTTCAGCTGAGACCAGTTATAGACCCAAAGCGCGTCCTAGC
AGGCAACTTTACTCAGTTGACGAAACTCCTCCCACAGAATGCGAAGTGCTGGAAG
GAGCCCTCCCTCCGTTTCTGAATGGTGTTTGCATCCGCAACGGGCCGAACCCGTA
GCTCCCTCCCCACGGACCTCATCACCTTTTTGAAGGCGATGGGATGCTTCAGGCA
GTCCGCGTATCGGACGGGCAGGCCAGATTCTGTAGCCGGTATGTGTAGACACAAA
AGTACACGGTGGAGCGTGATGTGGGCTGTTCAGTCGCCTTCAAATTTTATTCCGC




CTTCTGCTGCCACAGGCAGCGGACCTTGCGCGCATTGTAGTAGACCGAGTCAGAA
GATTAGCCGGCCTGTACAATCCTGTCAACGGCACAGGCCGCGCAAATACCAGCTT
GGCTTACTTGGGCTACCGTCTGTTTGTTCTGGAAGAGTCTGATGCCCCGTACGCTG
TTCAAGTTATGCCATCAAGACCGTCGGCCGCTGTGATTTCCACGGCAAGTTACAG
GGGATGACTGCGCATCCAAAGCTTGATCCTGATACCGATGAGCTCTTTGCATTCC
GGTACGGCCTGTCCCGCCCGTTCCTCAGCTATTTCCGATTTGATCCCATCAGCAAG
AAGCTTCCAGACGACCCGGTTACCTCCCTGGATCGACTCTCCCTTTTTCATGACTT
TGCCATAACAAAGCGGTACGCTATATTCTTCGAGACACAGATAGGCGTCAGCACT
ATACAGAGAATAAAGGGAGGAGGGCCGCCGATAGCGGCCGACCTCAGTAAAGTT
CCGAGACTCGGAATCCTCCCAAGATACGCCAATGAAGAGTCACAAATTGTGTGGC
TCGATGCTCCTGGATTCAACATGTTACATCCGGTAAATGCGTGGGATGACGGCGA
GGATGGGGAAGGAAATAGTTCTTGTCGGGTGTAACATTTCGCCTATAGAGCACTT
CCCGGACAGAACAGAGTTGCTGCACTTGTCGATGGAAAAGGTTCGGATAAGTCTC
CGGCCCGGGACAGTGTCGAGACACCTGGTCTCATCGATGAGCTTGGATCTTGCTG
TGATAAATCGGTCTTATGCCGGAAAGAAGAATCGGTATGTATATGGCTCGGTTCT
TCAGGCGGGATAACCGGTGTGGCGAAGCTCGACCTAGATGAGGAAAACGGCGGT
GTTTCGGGGATCCGGATGTATGGCCAAGGATGCTACGGCGGAGAGCCGTTCTTTT
TGGCTAGAGACCCGGACAATGTGGAAGCTGAGGAAGACGACGGATGTCTTGCTA
CTTACAACCAGGACGAGACGACTGGAGAGTCACGGTTTCTCGTCATGGATGCCAA
GTCCTCCGACCTTGACATCGTTGCTGCTGTGAAGCTTCCACAGCGCGTGCCGTAC
GGCTTTCACTCCATTTTTGTCCGGGATGAAGACCTCGACGGGTCTTTCATGTCCGA
ATAGCCTACCTACGTAGCAATTGTAAGTAGTAACATGACATGTTCGAGACTCGAG
AGTTTCTTAGACCGAGTCACGAGACGTGACACTTAGGTATCATACTGGACTCTCA
CGATTGGGCCAGCCCTTCAAATGTCGGCCCAACAGCGGCCCAGCAACCGGTTTGG
TAAAGAAACCTCAAAAGCAGAGCAAAAGCGCGACCCCAACGGATCTTTTCCTTCC
TCCACCTTCTTCTTCCTCCTACCCTTTTTTTATGTTTACTTTATTTTTATTTATGTTC
TCAGAGCTCCAAAAATGGTAGCAACGCTTCATCACTCACTCTCACCGCCACCACG
CCGCCGCCACCACCACCACCACCACCATCTTCTTGTCATCACGCTGACCACTTCAT
TTTCCTTACTCGCCGCCCATGAGTCTTTCTCCACCTCCTCTCCCTCCGCCCCCGCCT
CCGCCTCCTCCGACTGGCGGTCGGCGCGCGCGACGTACTACGCGGCCGCGGATCC
GAACGAGGCGGTGGGGGGAGCGTGCGGGTACGGCGATCTGAGCAGGGCCGGGTA
CGGGCTGGCCACGGCGGGGCTGAGCCAGGCGCTGTTCGAGCGGGGGCAGATCTG
CGGCGCCTGCTTCCAGATCAAATGCGTGGAGGACATGCGGTGGTGTATTCCTGGA
ACGTCGATCATCGTCACGGCCACGAATTTCTGCGCGCCGAACTACGGGTTTACCA
GCGAAGGCGGTGGACATTGTAATCCGCCGAATAGTCACTTCGTGCTTCCGATTGA
GGCGTTTGAGAAGATCGCGATCTGGAAGGCTGGGAATATGCCTGTTCAGTACAGG
AGGTAACTGCTATTGCTGCTGCTTTTGAAATTGATTATTATTGGCTCTAGGGTTTG
ATTATATGCCTGTTTTTCACTGGCATTGAATGCATGCCTTGAGCTATTTAGGTAGC
TAGGTTAAGTGAGTAGATAGTGGAAGCTTGGATCTCTAAAGTACATGGCGCCACA
TTGGCTGCTGACTGGTCTGAGACTAGTGAAGTGTGCTGGGTTAAGGATTTGTTGA
TGCGGTGAGGTTTTCCAAGTAGGAGATGTGCGAGGCATATTTTATGAAAATGGTT
TGTTAATGCTTAGTTTATTTGCTTTTAATGTAGCACATTTATGCTGCTAGTTCATCG
GAATTGTTAGGTTACCCTATTTCGACGCACACAGCTCATTCAAACATTATTAGGAT
CACTCTTGAAAGTCCAAACTATGTAGAGGCGACTTAGATTGTGTTTGGTTTAAGA
AAAATTTGAGAGAAAATGAAATGGAATCCTTTGTTTGGTTTGAGAAAAATTGGGG
ATGGAAACCTAAATGAAAAAGTAGATGGGGAGGAAAATTTGTTTAAATTAAGGA
ATGTTTTAGTATTTTCTCCAAAATTTTCCACCCCTAACCAAACAAGGGAAAATAA




GATAGATTCTATGGGGAATTCATTTCCCTCAAATATTTTCCCCAAACCAAACACA
CCCTTAAATTTTCAGATTTACCAGATTTACCAGAAATGTACGTATATGGTTGTGGC
AGTTAGATCTGAGTAAATGTGATGTATTGAAGGAGGTTGTCGATATTGACCGTGA
GCTTTGGCATGGGTTGCATTTCTTGTTTGTCTGTGTCTTTGCAAGTCATGGAACTTT
CCATTTCTGTGCAGCAACCGTATTGTATTTATATTGTTTAGAGCATTAGGATTTGT
TGCTAGATTCAGAAGCATGTGTGCGGTTGAATGCAATGTGTTTCCTGACACAAAA
CTCTTTAGGCATAGCCTCCGGATCTGTTAAATGAAATATGAATTACTCAACTGTCT
TGGCTTCCGCCAATACCACGAAACATATTGAAGCTGTATATTTGTTTCTTTAGTGT
TGATAAAATCACGATTCATGACTTACCTAAGATTGTGTGCCTGTGTTCTTACGAAT
TGGTGATATACAACACTTACGTTGGGGGAATCAATCGGATTTCAGCAGGCCTTTT
CGTGGCCGAACAAGTGGGAATGGGATTGTTTTTGTCCCTCATCTTATTATGTGCTG
TCACTTATATATCTCATTGTTGCAGTCGAGTTTTAGTATTGTTTTACGAGTCTACTC
GAAATTGATATGGGGCATTTTCACATTATTAGCTTCTGCTTAGCCCATGGGTTATT
GCCGCTTGGTCAGTATATCACGCATCTCAAATTGATATATCACATGTCTTCCTCCA
GGATAAAGTGCAGGAAGGAAGGAGGCGTCCGATTCTCAGTCAATGGCTTTGGCG
TCTTCATCTCAGTCCTGGTAACCAACGTAGCTGGTGCTGGCGACATAACAGCCAT
GAAAATAAAGGGTTCTAGAACTGGATGGCTTCCAATGGGCAGAAATTGGGGCCA
GAACTGGCACATCAACGCCGATCTGAAGAGCCAGCCTCTCTCATTTGAGCTCACC
AGCAGCGACGGTCATACTCTAACATCCTACAATGTCGCTTCCCGTAGCTGGAACT
TCGGACAAACCTTTGAAGGCAAACAATTCGAATCTTGA






