IDENTIFICATION

Species: Oryza brachyantha
Locus: XP_006645709

Gene Model: XP_006645709.1
Description: ObEXPA-02
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/10862?genome assembly 1d=1593936
KEGG: https://www.genome.jp/entry/T02995

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/organism/1941498
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Query seq.
Superfanilies

Name Accession Description Interval E.value
[+] PLN00193 super family 33423 expansin-A; Provisional 28-253 4.54e-111
SEQUENCES

Peptide

>ObEXPA-02

MEETKVLVVLFLSLCASRLGGSAADQQWTAANATFYGGSDASGTMGGSCGYGNMY
SAGYGTATTALSTALYGDGASCGACYVVTCDAAATRWCKNGTSVTVTATNFCPPN
YNEASDAGGWCNPPRRHFDMSQPAGETIAVYSAGIVPVRYARTPCSRSGGIRFGVSG
HDYFELVLVSNVAGSGAVAAAWVKGSRTDWLAMSRNWGQNWQSNAYLTGQALSF
KVQADDGSVVTAYDVAPANWQFGSTYQSSVNFS

CDS (coding sequence)
>0bEXPA-02

GAGACATGCTCTTCTTCTGCAAGCTGGAGGAGGAAGAAGATCAATTCAGGTTTCA
GCAGCGAGAATGGAGGAGACGAAGGTGCTGGTCGTCTTGTTCCTGAGCCTGTGCG
CGTCTCGCCTGGGCGGCTCGGCGGCTGATCAGCAGTGGACGGCGGCCAACGCGA
CGTTCTACGGCGGCAGCGACGCGTCGGGCACCATGGGTGGTTCGTGTGGCTACGG
CAACATGTACAGCGCCGGGTACGGGACGGCCACGACGGCGCTGAGCACGGCGCT
GTACGGCGACGGCGCGTCGTGCGGCGCGTGCTACGTCGTCACCTGCGACGCCGCG
GCGACGAGGTGGTGCAAGAACGGCACGTCGGTGACCGTGACGGCGACCAACTTC
TGCCCGCCGAACTACAACGAGGCCAGCGACGCCGGCGGGTGGTGCAACCCGLCCG
CGCCGCCACTTCGACATGTCGCAGCCGGCGGGGGAGACGATCGCCGTGTACAGC
GCCGGCATCGTGCCCGTCAGGTACGCGCGCACGCCCTGCAGCCGGAGCGGLGGL
ATCCGGTTCGGCGTCAGCGGGCACGACTACTTCGAGCTGGTGCTCGTCAGCAACG
TCGCCGGCAGCGGCGCCGTGGCGGCGGCGTGGGTGAAGGGATCAAGGACGGACT
GGCTGGCCATGAGCCGGAACTGGGGGCAGAACTGGCAGAGCAACGCGTACCTCA
CCGGACAAGCGCTGTCGTTCAAGGTTCAGGCCGACGACGGCAGCGTCGTCACGG
CGTACGACGTCGCGCCGGCGAACTGGCAGTTCGGGTCCACGTACCAGTCCAGCGT
CAACTTCAGCTAGGCCTGTAGGGAATTTTCCTTCTTGGGCCAAATTAGCTTACGTG
TACAGATTTGATGGGGCTGGATTATTGGGCCTGATTCAAAGCCTGCTTGGACTTT
GGAGATGTAGGATTTCGTTTGGGATGGCTGGCCCAAATGAGGTCACAGCTGTTGG
ATCTTCGATTTGCTAAAAGCATGCACAGCCCTCTTAAATCATTGTCGAGTAAAAT
ACATAGACGGTCTAAACTTGTCTATCCATATTATCTGCATCTCTGAATTTTAAAAA
TATATTTTAAGGTCCATAAACATATCCCAGGTGCCAACACCGAT

Nucleotide



>ObEXPA-02

GGTAGTACCGACAACGATGAGCAAAACCGGGTGGCAGTGGCTTGTGAGCTGGTG
CATAGAGAGAGGCCAAAGTAGAACTCGTCGTCCTGTGCTTCTAGATCCGAGTGGA
TAACGACATAGGGTAGTGCTGGCAACGGATCAAGGTATTTGGATTCAAGCATCAA
CAAGCTCCTCCTACTAACGATTTTGGTGCTTGACGAGCCCGTCTTGGCTTGGAGGC
AAGGCGGTTATGAGCGAAGTGAGAGTGACGAATAAGTCAACTTAGTGAATAAGG
TAGATGTTACCCATGCCTCCTCTGTCGGTCTTAATCGGCCTTGTTGCCACAACTGG
GCATCTCCTCTTCGACCTTCTCTAAGTTCGTCTGAAGAACTGGTCTTTGAGACCTC
TATTTAACCGCGCTGTAGGAGAGAGATTAGAAAGCTGCTGAGATGTGGACCTCAT
CCTTTATGTGAAACTCACATGTTAGGAACAAATTCATAGGATCCACTGTGACATG
CCGCATCGGTGTTGGCACCTGGGATATGTTTATGGACCTTAAAATATATTTTTAAA
ATTCAGAGATGCAGATAATATGGATAGACAAGTTTAGACCGTCTATGTATTTTAC
TCGACAATGATTTAAGAGGGCTGTGCATGCTTTTAGCAAATCGAAGATCCAACAG
CTGTGACCTCATTTGGGCCAGCCATCCCAAACGAAATCCTACATCTCCAAAGTCC
AAGCAGGCTTTGAATCAGGCCCAATAATCCAGCCCCATCAAATCTGTACACGTAA
GCTAATTTGGCCCAAGAAGGAAAATTCCCTACAGGCCTAGCTGAAGTTGACGCTG
GACTGGTACGTGGACCCGAACTGCCAGTTCGCCGGCGCGACGTCGTACGCCGTGA
CGACGCTGCCGTCGTCGGCCTGAACCTTGAACGACAGCGCTTGTCCGGTGAGGTA
CGCGTTGCTCTGCCAGTTCTGCCCCCAGTTCCGGCTCATGGCCAGCCAGTCCGTCC
TTGATCCCTTCACCCACGCCGCCGCCACGGCGCCGCTGCCGGCGACGTTGCTGAC
GAGCACCAGCTCGAAGTAGTCGTGCCCGCTGACGCCGAACCGGATGCCGCCGCTC
CGGCTGCAGGGCGTGCGCGCGTACCTGACGGGCACGATGCCGGCGCTGTACACG
GCGATCGTCTCCCCCGCCGGCTGCGACATGTCGAAGTGGCGGCGCGGCGGGTTGCL
ACCACCCGCCGGCGTCGCTGGCCTCGTTGTAGTTCGGCGGGCAGAAGTTGGTCGC
CGTCACGGTCACCGACGTGCCGTTCTTGCACCACCTCGTCGCCGCGGCGTCGCAG
GTGACGACGTAGCACGCGCCGCACGACGCGCCGTCGCCGTACAGCGCCGTGCTC
AGCGCCGTCGTGGCCGTCCCGTACCCGGCGCTGTACATGTTGCCGTAGCCACACG
AACCACCTGCAACAACAAACAAAAATGTCTCAATCTAAGCGATGCATATGCATGC
AAGCATCGGCCTCCGGGTGATCAAACCCGTCGAGGGTGTTCGGCCTCGATCAGTT
TACCCATGGTGCCCGACGCGTCGCTGCCGCCGTAGAACGTCGCGTTGGCCGCCGT
CCACTGCTGATCAGCCGCCGAGCCGCCCAGGCGAGACGCGCACAGGCTCAGGAA
CAAGACGACCAGCACCTTCGTCTCCTCCATTCTCGCTGCTGAAACCTGAATTGATC
TTCTTCCTCCTCCAGCTTGCAGAAGAAGAGCATGTCTCCTCTGCTACTTATAGCTA
CGAAATGGCCGGCGAGGCGACGTTTGACGAGGCGAGATCATGCGCGGTACGCAT
GCATGTGGCTTGACTGATTCTCTCTGATCAATCATGGCCGGTCGTCAACTCATCGT
GGATCATCACGCATGGTAACAATAATCAACTAACAGCTAATCAATAGCACACAC
GACAGCAGATAAGCCTATGGGGACGCACACTAATCAGTAGATCAACTCATGAAT
GTTTCTGATGTGACATGGTCAATCCTTCGCCTGAACCACGATGTGATCAGAGTAT
GATCGATGTCACGGCCAGGTGATTGTTTCTTGGAAGGGTGTTTCACCGGTGCTGA
TCACGGGCTGTCGGGTCGTTCTTGGAATTGTAGAGTTCCATACGATAGAGTTTCA
GTCCGTGACCCTGTCATTTTTGTATGATCAATTGGCCCTTGGTGATCTCAGAATTC
TGTAATGCATCTCATGGATCCTTGGCAAATATCCAAAAAGAAA





