IDENTIFICATION

Species: Kalanchoe fedtschenkoi
Locus: Kaladp0064s0149

Gene Model: Kaladp0064s0149.1.p
Description: KIEXPA-15

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi vl 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1

GENE STRUCTURE
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Legend:
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DOMAIN ARCHITECTURE
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Query seq,
Superfanilies PLNOOO50

+ Name Accession Description Interval E-value
[+] PLN00O50 super family cl31535 expansin A; Provisional 34-243 3.07e-123
SEQUENCES

Peptide

>KfEXPA-15

MASSSSSTALLTPLLLLALAFAGSFHASLADYGGWQGGHATFYGGGDATGTMGGAC
GYGNLYSQGYGTETAALSTALFNNGLSCGACFEMRCSDDPRWCIAGTITVTATNFCP
PNPSLSNDNGGWCNPPLQHFDLAQPAFLKIAQYRAGIVPISFRRVPCMKKGGIRFTIN
GHSYFNLVLITNVGGAGDVRAVSIKGSKTGWQPMSRNWGQNWQSNSY LNGQSLSF
QVTTSDGRTVTSMNAAPKTSEHTVKNDISNGSYSPCNHRVETMTRTNETCCFLHNRT
SAANGKK*

CDS (coding sequence)
>KfEXPA-15

ATGGCATCATCATCTTCATCCACTGCCTTGTTAACTCCCCTGCTACTGCTGGCGCT
CGCTTTTGCTGGCTCCTTCCACGCCAGCCTCGCCGATTACGGAGGGTGGCAGGGC
GGTCACGCCACCTTTTACGGGGGCGGCGACGCCACCGGCACAATGGGAGGGGCT
TGCGGATACGGGAACCTGTACAGTCAGGGGTACGGGACGGAGACGGCGGCGCTG
AGCACGGCGCTGTTTAACAACGGGCTGAGCTGCGGCGCCTGCTTCGAGATGCGAT
GCAGCGATGATCCGAGGTGGTGCATCGCCGGGACCATCACCGTCACCGCCACGA
ACTTCTGCCCCCCGAATCCTAGCCTGTCGAACGACAACGGCGGCTGGTGCAACCC
GCCCCTCCAGCACTTCGATCTCGCCCAGCCCGCCTTCCTCAAGATCGCTCAGTACC
GCGCTGGGATCGTCCCCATTTCATTCAGAAGAGTGCCGTGCATGAAGAAGGGAG
GGATCAGGTTCACGATCAACGGCCACTCCTACTTCAACCTCGTCCTGATCACGAA
CGTTGGCGGCGCAGGAGACGTCAGAGCGGTTTCAATCAAGGGCTCGAAGACTGG
GTGGCAGCCGATGTCCAGAAACTGGGGCCAGAACTGGCAGAGCAACTCCTACCT
CAACGGCCAGAGTCTCTCGTTCCAGGTGACGACCAGCGACGGGAGGACCGTGAC
GAGCATGAACGCGGCTCCAAAAACGTCTGAGCACACCGTTAAGAATGATATTTCA
AACGGCTCATACAGTCCATGCAACCATAGAGTAGAGACAATGACCAGGACAAAT
GAAACCTGTTGCTTTCTCCACAATCGAACATCAGCTGCTAATGGGAAGAAATGA

Nucleotide
>KfEXPA-15

AAGCCAACATTATCCATTAGAGTCATATTCTTCAACTCCCAATTAGGTCACAGCT
GCTGCAGCAATGGCATCATCATCTTCATCCACTGCCTTGTTAACTCCCCTGCTACT



GCTGGCGCTCGCTTTTGCTGGCTCCTTCCACGCCAGCCTCGCCGATTACGGAGGGT
GGCAGGGCGGTCACGCCACCTTTTACGGGGGCGGCGACGCCACCGGCACAATGEG
GTGAGTGGCCCGTGCGGCAGAACCTGTTTTCTAGTCGCACATGTTGCCATTCAAA
TTGAGAGTCAAAATCCATGTGACTAGCAATTGAGAATTTTTGGATAGATAACACC
ATTCATTACCAGTCTGTCACATGTTATAACGAAAAATACTGAAAAATTAAAAGTG
ACACATAACAAATTATTAATTTTAAATTTTTCTTCATATATTTAGTAGTTAAATTT
CTTTTACAACTAATGATTAACTGACGAGCGTTACTTTGTGGAATTGTGCAGGAGG
GGCTTGCGGATACGGGAACCTGTACAGTCAGGGGTACGGGACGGAGACGGCGGL
GCTGAGCACGGCGCTGTTTAACAACGGGCTGAGCTGCGGCGCCTGCTTCGAGATG
CGATGCAGCGATGATCCGAGGTGGTGCATCGCCGGGACCATCACCGTCACCGCCA
CGAACTTCTGCCCCCCGAATCCTAGCCTGTCGAACGACAACGGCGGCTGGTGCAA
CCCGCCCCTCCAGCACTTCGATCTCGCCCAGCCCGCCTTCCTCAAGATCGCTCAGT
ACCGCGCTGGGATCGTCCCCATTTCATTCAGAAGGTAAGCTCGGGCCACTTATCA
ATACCTAGTCCGGTTTTTAATCGGTCTGAAAATTTTAAAACCGAATCAAATCACA
AACTTCAAAAACTCATATTAAATCAAATCTTAAATCAAACCACATGATTCAATCA
TCTTTTCATGTATTTTATTTACTAATTTATCCATCAAAGAGGCTTTTTATATAAAAA
TAATATAAAATGTTAATTTATATTATATATTCATTTGAATTTATATATGGTCTGTG
AGATAATTTAGTTTGGTTCAATTTGGTTTGAGAAAATAAAAAATTAAACCAAATT
ATTAGTTGTCCATTTTTTAATAATTAAAACTATAACCGAACTATTAGCACTACTAA
CAAAACAGAAATTAACAATTTAATTCGATTTAATTTAATTTGTTTCATCAATTTAT
CTGTTTTTATGTACAGAGTGCCGTGCATGAAGAAGGGAGGGATCAGGTTCACGAT
CAACGGCCACTCCTACTTCAACCTCGTCCTGATCACGAACGTTGGCGGCGCAGGA
GACGTCAGAGCGGTTTCAATCAAGGGCTCGAAGACTGGGTGGCAGCCGATGTCC
AGAAACTGGGGCCAGAACTGGCAGAGCAACTCCTACCTCAACGGCCAGAGTCTC
TCGTTCCAGGTGACGACCAGCGACGGGAGGACCGTGACGAGCATGAACGCGGCT
CCGTCTGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNATTACTATGA
TTATCAGAAAAACGTCTGAGCACACCGTTAAGAATGATATTTCAAACGGCTCATA
CAGTCCATGCAACCATAGAGTAGAGACAATGACCAGGACAAATGAAACCTGTTG
CTTTCTCCACAATCGAACATCAGCTGCTAATGGGAAGAAATGA






