
IDENTIFICATION 

Species: Eucalyptus grandis 

Locus: Eucgr.E01617 

Gene Model: Eucgr.E01617.1.p 

Description: EgrEXPB-08 

Family: Beta Expansin  

3D structure:  

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Egrandis_v2_0  

KEGG: https://www.genome.jp/entry/T03547  

EXTERNAL RESOURCES 

https://eucgenie.org/  

https://phytozome-next.jgi.doe.gov/info/Egrandis_v2_0
https://www.genome.jp/entry/T03547
https://eucgenie.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>EgrEXPB-08 

MALLQSPSICFPLALLLSLLINSSHCFNPKSLNISKVQSNGDWSPAGATWYGSPNGAG

SDGGACGYGSGVAQAPFSSMVSAGGPSLFKSGKGCGACYQVKCTENAACSGNPVTV

VITDECPGGPCVAESAHFDLSGTAFGAMASSGKADELRNGGVLQIQYQKVKCNFPGA

KVAFHVDSGSNPNYFAAVIEYEDGDGELGAVNLKQALDSDSWLPMQQSWGAVWKL

DGAGQLRAPFSIKLTSLDSGKTLVANNVIPAGWQPGQTYRSVVNFAV* 

CDS (coding sequence) 

>EgrEXPB-08 

ATGGCGCTTCTTCAATCTCCATCGATTTGCTTCCCTCTCGCCCTTCTCCTTTCTCTC

CTCATAAACTCGTCTCACTGCTTCAACCCCAAATCGCTTAACATCTCGAAAGTTCA

GTCCAACGGTGATTGGTCGCCGGCAGGTGCGACGTGGTACGGGAGTCCCAACGG

CGCTGGAAGCGATGGTGGTGCATGTGGGTATGGGAGTGGGGTCGCCCAAGCTCC

ATTCTCTTCAATGGTGTCCGCAGGAGGGCCTTCTCTTTTCAAATCAGGCAAAGGA

TGTGGAGCTTGTTACCAGGTGAAATGCACTGAAAATGCGGCTTGTTCCGGGAACC

CGGTGACGGTCGTTATAACTGATGAATGCCCTGGTGGCCCTTGTGTTGCTGAATCT

GCTCACTTCGATTTGAGCGGCACGGCTTTTGGAGCCATGGCAAGCTCCGGCAAGG

CCGATGAACTTCGCAACGGTGGGGTGCTGCAAATTCAATACCAAAAAGTAAAGT

GCAATTTCCCCGGTGCGAAGGTGGCGTTCCACGTTGACTCCGGCTCGAACCCCAA

CTATTTCGCTGCGGTAATTGAGTACGAGGATGGGGATGGCGAGCTTGGCGCCGTC

AACCTGAAGCAGGCTCTAGACTCTGACTCTTGGCTTCCGATGCAACAGTCGTGGG

GCGCGGTTTGGAAGTTGGATGGCGCAGGCCAGCTGCGCGCCCCATTCTCGATCAA

GCTCACCTCTCTTGACTCCGGCAAGACCCTGGTTGCCAACAACGTGATCCCCGCT

GGGTGGCAGCCCGGACAGACGTATCGGTCGGTCGTCAACTTTGCTGTCTAA 

Nucleotide 

>EgrEXPB-08 

GAGTGCAAGAAATCAAACTCTTGACCAACGTGTCTCGAGAATCACATGGCGCTTC

TTCAATCTCCATCGATTTGCTTCCCTCTCGCCCTTCTCCTTTCTCTCCTCATAAACT

CGTCTCACTGCTTCAACCCCAAATCGCTTAACATCTCGAAAGTTCAGTCCAACGG

TGATTGGTCGCCGGCAGGTGCGACGTGGTACGGGAGTCCCAACGGCGCTGGAAG

CGATGGTAATGGAATGACAATATATTTTTATTTGGTCGATTCACCTGGAGTAAAG



ATCTTTTTACGCAAGCGCCGTTGGTCTCATCACACGCCTTTCAGTAATTGACTTAT

CAAGTCTTTCGAGTATAAATCGGTTTGGACATATGAGTTGCTTAGGTCAATCACTT

AATCGTGATTGATTTTGGCTTTGTACCAAACACATGTAGACTTAGAGGTCAAACT

GGAATCAAGTACAACGCTAGACAATACTACTCTAGTAATTACACATTTCACCTGA

TCTGCAAATATACATATATAATATTTTATATATAATATGCTTTGTATGATATTTTG

TACGTAGGTGGTGCATGTGGGTATGGGAGTGGGGTCGCCCAAGCTCCATTCTCTT

CAATGGTGTCCGCAGGAGGGCCTTCTCTTTTCAAATCAGGCAAAGGATGTGGAGC

TTGTTACCAGGTTTCTCTCTTGCTAGAAAAGTGTTTCTCGAATTATTTTTATATTCG

CCGTCATCGGAGAAAATTTGCCACGGACAAAGTTAATATATTTTCACGAGATATG

CTTTTCCTAAATTAACAATCGTGGAATAGAATTGATGAAAACATCTACTGCGGCA

CGCTTTCTAGACTTCCATTAAAAGTAGTTTGAATTCTTCGTATTTAAATAGATTAT

TTGACTCGGTACATATTGTCCTATTCAAACAGATTATTAAGTAGTAGTTAGGAAG

TGCAGTCTTTTGAGCTCTTGTTGATTAAATTTCAGGTGAAATGCACTGAAAATGCG

GCTTGTTCCGGGAACCCGGTGACGGTCGTTATAACTGATGAATGCCCTGGTGGCC

CTTGTGTTGCTGAATCTGCTCACTTCGATTTGAGCGGCACGGCTTTTGGAGCCATG

GCAAGCTCCGGCAAGGCCGATGAACTTCGCAACGGTGGGGTGCTGCAAATTCAA

TACCAAAAGTCCGTACAGTTGATCCTTTCTCTATGGATCCCTTCGAGTGAATTCCA

ATTTTAACAGACGTGCAGAGGGAAAAAAGGAAGATAAAACGCATTGAAAAGTGC

TTTAAATTAACGAGAAACTTTGCTTTCACCAGACTTATACTAATCAGCAAATAGT

CTAACTTGCTTATTAAAAGTCTATTTATGTGCACATATTTACAATGTCAAGCAGAG

TAAAGTGCAATTTCCCCGGTGCGAAGGTGGCGTTCCACGTTGACTCCGGCTCGAA

CCCCAACTATTTCGCTGCGGTAATTGAGTACGAGGATGGGGATGGCGAGCTTGGC

GCCGTCAACCTGAAGCAGGCTCTAGACTCTGACTCTTGGCTTCCGATGCAACAGT

CGTGGGGCGCGGTTTGGAAGTTGGATGGCGCAGGCCAGCTGCGCGCCCCATTCTC

GATCAAGCTCACCTCTCTTGACTCCGGCAAGACCCTGGTTGCCAACAACGTGATC

CCCGCTGGGTGGCAGCCCGGACAGACGTATCGGTCGGTCGTCAACTTTGCTGTCT

AAGGGTTGTGCGTGGTTTGCTTGGGAGACGAAGAAATGGAGATTGATCGTCAGTT

AATTTGGCTCTGTGTTTAATGTGATAGGCAAAATTAAAATATTGGATGGTGTGGA

AAAAGAAATTATTTTGCTTTTTCCACTCTGTGTAATCTAGTCAGCTATGAGCTACC

TCTTGGAAAAGAGAGTAGTAGTGAGAAATGAATGGTATTGTCCTTT 
 

 




