
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.9G649100 

Gene Model: PhHAL.9G649100.1.p 

Description: PhhEXPB-29 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXPB-29 

MAAASTHLVAVAVVLAALVGGAWCGPPKVPPGKNISADCDGKWLEAKATWYGKP

TGAGPDDNGGACGYKEVNKAPFNSMGACGNSPIFKDGLGCGSCYEIKCDKPAECSG

EPVIVYITDMNYEPIAAYHFDLAGTAFGAMAKKGEEEKLRKAGIIDMQFRRVKCKYP

ADTKIAFHIEKGCNPNYLALLVKYAAGDGDIVGVDIKEKGAKEYQSLKHSWGAIWR

MDTPKPIKGPISIRITSEGGKTLEQEDVIPEGWKPDTLYRSKLQF* 

CDS (coding sequence) 

>PhhEXPB-29 

ATGGCGGCGGCGTCGACGCATCTTGTTGCGGTGGCAGTGGTGCTCGCGGCGCTGG

TGGGCGGCGCATGGTGCGGTCCGCCCAAGGTTCCCCCGGGCAAGAACATCTCGGC

AGACTGCGACGGCAAGTGGCTGGAGGCCAAGGCGACGTGGTACGGCAAGCCGAC

AGGCGCGGGGCCCGACGACAACGGCGGCGCCTGCGGGTACAAGGAGGTGAACA

AGGCTCCCTTCAACAGCATGGGGGCGTGCGGCAACTCGCCCATCTTCAAGGACGG

CCTCGGCTGCGGCTCCTGCTACGAGATCAAGTGCGACAAGCCCGCCGAGTGCTCC

GGCGAGCCCGTCATCGTCTACATCACCGACATGAACTACGAGCCCATCGCCGCCT

ACCACTTCGACCTGGCCGGCACGGCCTTTGGAGCCATGGCCAAGAAGGGGGAGG

AGGAGAAGCTGCGCAAGGCGGGCATCATCGACATGCAGTTCCGCCGCGTCAAGT

GCAAGTACCCGGCCGACACCAAGATCGCCTTCCACATCGAGAAGGGCTGCAACC

CCAACTACCTGGCGCTGCTCGTCAAGTACGCCGCCGGCGATGGCGACATCGTCGG

CGTCGACATCAAGGAGAAGGGTGCCAAAGAGTACCAGTCCCTGAAGCACTCTTG

GGGCGCCATCTGGAGGATGGACACCCCCAAGCCGATCAAGGGCCCCATCTCCATC

CGCATCACCAGCGAGGGAGGCAAAACGCTCGAACAGGAGGATGTCATCCCCGAA

GGCTGGAAGCCCGACACCCTCTACCGCTCCAAGCTCCAGTTCTGA 

Nucleotide 

>PhhEXPB-29 

CGCACAAGCAACGCAGCACCATCATCGACAATGGCGGCGGCGTCGACGCATCTT

GTTGCGGTGGCAGTGGTGCTCGCGGCGCTGGTGGGCGGCGCATGGTGCGGTCCGC

CCAAGGTTCCCCCGGGCAAGAACATCTCGGCAGACTGCGACGGCAAGTGGCTGG



AGGCCAAGGCGACGTGGTACGGCAAGCCGACAGGCGCGGGGCCCGACGACAAC

GGCGGCGCCTGCGGGTACAAGGAGGTGAACAAGGCTCCCTTCAACAGCATGGGG

GCGTGCGGCAACTCGCCCATCTTCAAGGACGGCCTCGGCTGCGGCTCCTGCTACG

AGATCAAGTGCGACAAGCCCGCCGAGTGCTCCGGCGAGCCCGTCATCGTCTACAT

CACCGACATGAACTACGAGCCCATCGCCGCCTACCACTTCGACCTGGCCGGCACG

GCCTTTGGAGCCATGGCCAAGAAGGGGGAGGAGGAGAAGCTGCGCAAGGCGGG

CATCATCGACATGCAGTTCCGCCGCGTCAAGTGCAAGTACCCGGCCGACACCAAG

ATCGCCTTCCACATCGAGAAGGGCTGCAACCCCAACTACCTGGCGCTGCTCGTCA

AGTACGCCGCCGGCGATGGCGACATCGTCGGCGTCGACATCAAGGAGAAGGGTG

CCAAAGAGTACCAGTCCCTGAAGCACTCTTGGGGCGCCATCTGGAGGATGGACA

CCCCCAAGCCGATCAAGGGCCCCATCTCCATCCGCATCACCAGCGAGGGAGGCA

AAACGCTCGAACAGGAGGATGTCATCCCCGAAGGCTGGAAGCCCGACACCCTCT

ACCGCTCCAAGCTCCAGTTCTGATCAATGATCCGATCCTACTGCAAGGCCATCCA

TCACCAATTTTTTGTTACAGGTGCATGCAGGCATCTCTGTCTAGACCGAGGAGCA

AGGGAGAGAACGAATAAGCAGCGCCCGCTACGACAATCGGGCGGCGCTTATGAT

CGAATAAAGGAGGCGAGCGGCAAACAGTGTCCCTCTTGACTATTATATTTTGCAT

TTCTCAGCCCATAGGACCTTCTCAATGTACTAGCAATGAACTTATATATCATGGTT

AGTTAAATCTGTTGTAATGGATCTTTTCCTTCTTTTTTTACTGTGCCATTTGTGGCC

CGATATGAGTTCTTGTTCACGATGTGGATAAAACACAGGTAAACATCGTACTACC

TGCTATGCATCATTCGATGTGGCTAAAATACCCGATCCTTGTACTTCTACGCCTCT

CTCTGGATATTGCTCCTATTATTAGAATTT 




