IDENTIFICATION

Species: Brachypodium distachyon
Locus: Bradi3g33150

Gene Model: Bradi3g33150.1.p
Description: BAEXPB-12
Family: Beta Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bdistachyon _v3 1
KEGG: https://www.genome.jp/entry/T01717

EXTERNAL RESOURCES

https://brachypodium.org/
https://archive.gramene.org/species/brachypodium/brachypodium_intro.html
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GENE STRUCTURE
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Legend:
CDs s upstreamy downstream = Intron

DOMAIN ARCHITECTURE

Query seq,

Superfanilies PLN03023

+ Name Accession Description Interval E-value
[+ PLN03023 super family 33621 Expansin-like B1; Provisiona 46-268  1.62e-39
SEQUENCES

Peptide

>BdEXPB-12

MAALSSKAVALVALVALASLLVTYVAAGPPVSYNASAFTADPNWENARATWY GAP
TGAGPDDDGGACGFKNVNQYPFSAMTSCGNEPLFKDGKGCGSCYQIRCINDQSCSGS
PETVVITDMNYYPVSKYHFDLSGTAFGALAKPGLNDKLRHSGIIDIQFKRVPCNFPGL
KVTFHVEQGSNPVYFAVLVEYEDGDGDVVQVDLMEANSGGAWTPMRESWGSIWRL
DSGHRLQAPFSLRITNESGKTLVADKVIPANWAPSAVYRSFVQYSG*

CDS (coding sequence)
>BdJEXPB-12

ATGGCAGCTCTTTCCTCCAAGGCCGTTGCACTCGTCGCACTCGTCGCACTCGCCTC
CCTCCTTGTCACCTATGTCGCCGCCGGCCCGCCTGTGAGTTACAATGCTTCCGCCT
TCACCGCCGATCCCAACTGGGAGAACGCAAGGGCCACCTGGTATGGCGCGCCCA
CCGGCGCCGGCCCTGACGACGACGGTGGTGCGTGTGGGTTCAAGAACGTGAACC
AGTACCCGTTCTCGGCCATGACCTCGTGCGGCAACGAGCCCCTGTTCAAAGACGG
CAAGGGCTGCGGCTCCTGCTACCAGATAAGATGCATCAACGACCAATCCTGTTCC
GGCAGCCCGGAGACTGTGGTCATCACCGACATGAACTACTACCCGGTGTCTAAGT
ACCACTTCGACCTCAGCGGCACGGCGTTCGGCGCCTTGGCCAAGCCCGGCCTCAA
CGACAAGCTCCGCCACTCCGGCATCATCGACATCCAGTTCAAGAGGGTGCCCTGC
AACTTCCCGGGGCTGAAGGTGACCTTCCACGTGGAGCAAGGGTCGAACCCGGTGT
ACTTCGCTGTGCTGGTGGAGTACGAGGACGGCGACGGGGACGTGGTCCAGGTGG
ACCTGATGGAGGCCAACTCGGGCGGCGCGTGGACGCCGATGCGCGAGTCGTGGG
GCTCCATCTGGCGCCTCGACTCCGGCCACCGCCTCCAGGCGCCCTTCTCCCTCCGC
ATCACCAACGAGTCCGGCAAGACGCTCGTCGCCGACAAGGTCATCCCGGCCAACT
GGGCGCCCAGCGCCGTCTACCGCTCCTTCGTCCAGTACAGCGGCTGA

Nucleotide
>BdEXPB-12

TTCCTCCCGTAGCCATGTGACCCCTATCACTGCACAAAGCACGTCGGGTGCAACC
ACCGTTGATGGCTATCCCGGCCGACCGTGGCCCCTTTCAGCCTGCCTATAAATAC
CCCGGCAATATGTTAGTCCCAGAACATCAAAACAGAGTTCAACCTTTGCAACCTG
GTCTGGTCAGTGTGCCGGTGCACTGCTAGCTAGTACTCTCTCTGTCTCAAGCTTGA



AGAAGCAGAGACTCTAAAGATGGCAGCTCTTTCCTCCAAGGCCGTTGCACTCGTC
GCACTCGTCGCACTCGCCTCCCTCCTTGTCACCTATGTCGCCGCCGGCCCGCCTGT
GAGTTACAATGCTTCCGCCTTCACCGCCGATCCCAACTGGGAGAACGCAAGGGCC
ACCTGGTATGGCGCGCCCACCGGCGCCGGCCCTGACGACGACGGTACGTCACGTC
TCTATACATACATGCGCGCCGCCGGTGCAACGATCCATGGCGLCLCGLCLCCGGLLCCT
TGTTAATCCTAACCGATGATTGTTGTTTAATTTGTGTAAACAATATAGTATATGCA
CTGATCGATCTGATGTGATGTGTGCAGGTGGTGCGTGTGGGTTCAAGAACGTGAA
CCAGTACCCGTTCTCGGCCATGACCTCGTGCGGCAACGAGCCCCTGTTCAAAGAC
GGCAAGGGCTGCGGCTCCTGCTACCAGGTAGACCACCAGATTCGCTAATCTCTCA
ATGTGGTTTTTCTTCTTTTCTTTCGTGACGAGTGCCATTTCCTGGTGCTTGCCCCTG
CCGTGGTGGAAAAGGAGCTGGTGGACTCTCGGGACACGTTGGTTTGCCAATTTGC
GTGCTGACTGCTATTGCTTTGGTCGCCTTCTTCTTTTTTCAGATAAGATGCATCAA
CGACCAATCCTGTTCCGGCAGCCCGGAGACTGTGGTCATCACCGACATGAACTAC
TACCCGGTGTCTAAGTACCACTTCGACCTCAGCGGCACGGCGTTCGGCGCCTTGG
CCAAGCCCGGCCTCAACGACAAGCTCCGCCACTCCGGCATCATCGACATCCAGTT
CAAGAGGTCTGTCAGTACAGAACCATAACTAGTAGTACTAGTACTTCTTTGTGCA
ACAAAACTTTCACGACAGCGACCGGTTTAACACTTTAACTGGGACGCAAAGAGAT
TCGCAGCACTCTGTTTACTTCACGCCGTCCGGGTTACACGCTCATAGGATAACAC
AAGCTGGATTAACTGATGATGCAGGGTGCCCTGCAACTTCCCGGGGCTGAAGGTG
ACCTTCCACGTGGAGCAAGGGTCGAACCCGGTGTACTTCGCTGTGCTGGTGGAGT
ACGAGGACGGCGACGGGGACGTGGTCCAGGTGGACCTGATGGAGGCCAACTCGG
GCGGCGCGTGGACGCCGATGCGCGAGTCGTGGGGCTCCATCTGGCGCCTCGACTC
CGGCCACCGCCTCCAGGCGCCCTTCTCCCTCCGCATCACCAACGAGTCCGGCAAG
ACGCTCGTCGCCGACAAGGTCATCCCGGCCAACTGGGCGCCCAGCGCCGTCTACC
GCTCCTTCGTCCAGTACAGCGGCTGAGCTGATACATCGCCGGCTGCTGGCGTCAG
GGTCTTACTGTATGGTTTTGCATGGTCTCTTTTAATTAGGTGAGGCGTCCGGTGTC
GGTTTTCATGTGCTAGACGTCGTTGCATGCGTGCGTGTGTGTGTGTCTTGTGTGTT
CGTGAGAGCACGGGAGAGTGGGAGATGGAGGAGAGGCGCACGTTAATTTGCTTG
TGCCCTCCCGCGCCTACTCTTTCACTGTACCAGTGTCGTTCAGTCGTCAGTGTGTA
ACCAGAGCATAAGTTATTAATCACAGTTTCGGTTTGGCATTACTACTACTTCTGTA
TCTGCTAAATAGTGTTATCCC




