
IDENTIFICATION 

Species: Linum usitatissimum 

Locus: Lus10009253 

Gene Model: Lus10009253 

Description: LusEXPA-17 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0  

KEGG: https://www.genome.jp/entry/D12016  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>LusEXPA-17 

MASKAFAFSIYVAVGQLLLLLFTNFRPASAAWLRAHATFYGGSDASGTMGGACGYG

NLYTDGYGTNTAALSTALFNDGKSCGGCYQMVCDGTQVPQWCRRGTYITVTATNL

CPPNYNLPNDDGGWCNPPRPHFDLSQPAFLTIAQYKAGIVPIFYRRVGCRRSGGIRFTI

NGRSYFELVLISNVGGVGEISMVWVRGSRTNKWESMSRNWGSNWQSLTYLTGQTLS

FRLQGSNGQIRTALNVVPSNWQFGQSFKSNIQF* 

CDS (coding sequence) 

>LusEXPA-17 

ATGGCGTCTAAAGCTTTCGCCTTCAGCATTTATGTCGCCGTCGGGCAACTGCTGCT

GCTGCTGTTCACAAACTTCCGGCCAGCCTCCGCAGCATGGCTCAGAGCCCATGCC

ACTTTCTACGGAGGCAGCGACGCTTCCGGTACTATGGGCGGAGCTTGCGGGTATG

GGAATCTGTACACGGATGGTTACGGGACCAACACTGCGGCGCTAAGCACCGCAC

TTTTCAACGACGGTAAATCCTGCGGTGGTTGCTATCAAATGGTCTGCGACGGCAC

TCAAGTTCCGCAGTGGTGCCGACGAGGAACTTACATCACCGTCACTGCCACTAAT

CTCTGCCCTCCCAACTACAATCTTCCCAATGACGATGGCGGGTGGTGTAACCCTC

CCCGCCCGCATTTTGACTTGTCTCAACCCGCCTTCCTCACCATTGCTCAATACAAA

GCCGGAATCGTCCCCATTTTCTACCGGAGGGTTGGGTGTAGAAGGAGTGGAGGCA

TTAGGTTTACAATCAACGGTAGGAGCTACTTCGAATTGGTCTTGATATCCAATGTC

GGAGGAGTCGGGGAAATTTCAATGGTTTGGGTGAGAGGTTCAAGAACCAACAAG

TGGGAATCGATGTCGAGAAATTGGGGATCCAACTGGCAGAGCTTAACCTACCTCA

CTGGTCAAACTCTATCCTTCCGACTTCAAGGCAGTAACGGTCAGATTCGCACCGC

TCTCAATGTCGTCCCTTCGAATTGGCAGTTTGGCCAGTCGTTCAAATCCAACATTC

AATTCTGA 

Nucleotide 

>LusEXPA-17 

ATGGCGTCTAAAGCTTTCGCCTTCAGCATTTATGTCGCCGTCGGGCAACTGCTGCT

GCTGCTGTTCACAAACTTCCGGCCAGCCTCCGCAGCATGGCTCAGAGCCCATGCC

ACTTTCTACGGAGGCAGCGACGCTTCCGGTACTATGGGTACGTAACGTACAATCC

ATTTCCTAAGAAAAAACTATATAGACATAGTAAGAGTACATAACTGACCCTTGAA

AATAAATAGAAAAGGTTCCAAAATTAGTTCGGATTTTTTATAATCTGTAGGCGGA



GCTTGCGGGTATGGGAATCTGTACACGGATGGTTACGGGACCAACACTGCGGCGC

TAAGCACCGCACTTTTCAACGACGGTAAATCCTGCGGTGGTTGCTATCAAATGGT

CTGCGACGGCACTCAAGTTCCGCAGTGGTGCCGACGAGGAACTTACATCACCGTC

ACTGCCACTAATCTCTGCCCTCCCAACTACAATCTTCCCAATGACGATGGCGGGT

GGTGTAACCCTCCCCGCCCGCATTTTGACTTGTCTCAACCCGCCTTCCTCACCATT

GCTCAATACAAAGCCGGAATCGTCCCCATTTTCTACCGGAGGTACATAATACATG

GCACGACATTTTAACCTTAATCTCGATCAATTACTCTCAGTCAAACCGGAAAAAA

TGAACCACAATTTTTTTGGGGTCGTATTTTGCCCTAATTTTCGAATATTTGTTTGTA

TACACAGGGTTGGGTGTAGAAGGAGTGGAGGCATTAGGTTTACAATCAACGGTA

GGAGCTACTTCGAATTGGTCTTGATATCCAATGTCGGAGGAGTCGGGGAAATTTC

AATGGTTTGGGTGAGAGGTTCAAGAACCAACAAGTGGGAATCGATGTCGAGAAA

TTGGGGATCCAACTGGCAGAGCTTAACCTACCTCACTGGTCAAACTCTATCCTTCC

GACTTCAAGGCAGTAACGGTCAGATTCGCACCGCTCTCAATGTCGTCCCTTCGAA

TTGGCAGTTTGGCCAGTCGTTCAAATCCAACATTCAATTCTGA 




