
IDENTIFICATION 

Species: Daucus carota 

Locus: DCAR_028746 

Gene Model: DCAR_028746 

Description: DcEXPA-21 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Dcarota_v2_0  

KEGG: https://www.genome.jp/entry/T05350  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Dcarota_v2_0
https://www.genome.jp/entry/T05350


GENE STRUCTURE 

 
DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>DcEXPA-21 

MSFLRLLCIALLCTAATARIPGVYTGSDWQSAHATFYGGSDASGTMGGACGYGNLY

SQGYGVNTAALSTALFNEGLSCGACFEIKCNNDPQWCHPGNPSILVTATNFCPPNFAQ

PSDNGGWCNPPRTHFDLAMPMFLKIAEYKAGIVPVNYRRVPCRKSGGIRFTINGFSYF

NLVLVTNVAGAGDIQKVYIKGTKTQWMPMSRNWGQNWQSNSVLVGQALSFRVTGS

DRRTSTSNNIAPANWQFGKTYVGKNFRV* 

CDS (coding sequence) 

>DcEXPA-21 

ATGTCCTTTCTAAGATTACTCTGCATTGCTCTTCTCTGCACCGCCGCCACCGCCCG

AATCCCCGGCGTTTACACCGGCAGCGACTGGCAAAGCGCCCACGCCACCTTCTAC

GGTGGCAGCGATGCCTCCGGCACCATGGGAGGTGCATGCGGATACGGGAATTTA

TACAGCCAAGGATACGGAGTGAACACAGCGGCATTAAGCACGGCCCTGTTTAAC

GAAGGCTTAAGTTGCGGTGCATGTTTCGAAATAAAATGTAACAATGATCCACAAT

GGTGTCACCCGGGTAACCCATCAATATTAGTGACCGCTACCAATTTTTGCCCACC

CAACTTCGCCCAGCCCAGCGACAATGGCGGGTGGTGCAACCCGCCCCGAACCCAT

TTCGATCTCGCCATGCCCATGTTTCTCAAGATTGCCGAGTATAAAGCCGGAATTGT

GCCCGTTAATTACCGCCGAGTTCCGTGTCGAAAGAGCGGAGGGATCAGGTTCACA

ATAAACGGATTTAGCTACTTCAATTTGGTGCTAGTAACAAACGTCGCGGGAGCCG

GTGACATTCAGAAGGTGTACATCAAAGGCACAAAAACTCAATGGATGCCCATGA

GTCGAAACTGGGGGCAAAATTGGCAATCCAACTCTGTTCTTGTGGGCCAGGCCCT

TTCCTTTAGAGTGACAGGCAGTGATCGTCGTACCTCAACCTCAAACAACATCGCT

CCTGCGAATTGGCAGTTCGGCAAGACCTACGTTGGCAAGAACTTCAGGGTCTAA 

Nucleotide 

>DcEXPA-21 

ATGTCCTTTCTAAGATTACTCTGCATTGCTCTTCTCTGCACCGCCGCCACCGCCCG

AATCCCCGGCGTTTACACCGGCAGCGACTGGCAAAGCGCCCACGCCACCTTCTAC

GGTGGCAGCGATGCCTCCGGCACCATGGGTAAACAACTAAACATCCTACTTTAAA

CACATTTTTTATCCATCTCATTTAAGTATTTCCGTGACGGAATCAGGATCCCGAAT

AATTCCACTTCCGTCCCACCAAATTCTAAATGCACATATATTTTTAATGACGGATT

AATCAAAATTTTCAAAAATCCCATATTTTATCTAATAATATATTTTGTACGTAATT



TATGTGAATACAGGAGGTGCATGCGGATACGGGAATTTATACAGCCAAGGATAC

GGAGTGAACACAGCGGCATTAAGCACGGCCCTGTTTAACGAAGGCTTAAGTTGC

GGTGCATGTTTCGAAATAAAATGTAACAATGATCCACAATGGTGTCACCCGGGTA

ACCCATCAATATTAGTGACCGCTACCAATTTTTGCCCACCCAACTTCGCCCAGCCC

AGCGACAATGGCGGGTGGTGCAACCCGCCCCGAACCCATTTCGATCTCGCCATGC

CCATGTTTCTCAAGATTGCCGAGTATAAAGCCGGAATTGTGCCCGTTAATTACCG

CCGGTTAGTTTATCCTCGTACTCGAATTTATTTTCAAATTTCGACATTTGTGTTTCA

ATTTTATAATTATCTTCAATCTATATCATCATATTATGAATACCGAAATGTTATTA

CTATCGTACACATGTTTTTACTGAAACTTGAATCTCGAAAACTCGAAGGGCTAAA

GAGTGGGCAAGAGGGGACTAGGGTGTAACGCGTTTTGCTACTTTAGTAAGAGCA

GTCAATTTGTCTTTTCTTGATTTGACAAAAGTGAGAACCAGATTCACAAGCATCA

ACATAAGGTCGAAACTGTAAATTTAGTAAAAGTAGAAGGCCAAAGTGTGAATAT

ATAAATGTTTAACAAGCCCCGTAAAATCAGGTAAAACCGTAAAAGTGACATAAC

ACCATTCTTGATATTCAGATCTCGGAGTTAAGATAGTGGGCCAGGCTTGTGTGGA

CCCACACACGAGTGTTTTGGGTCATCCCAACAACTGAACACTGGTTCAGGTCGTG

GGCTGTTTTTAGTGGGCCATAAAGCTCACCTTGGATCCCTATAATTTCACATGTTA

GCATAAGCCCAATTAAGCGATTTTTTGATTTCTCATCAAACTAAGTCGGATATTTT

CACGGAAACAATGTTCTCGTTGATAAATTTATGTACGTTTTATATTTATGGAAAAA

TAATTTATCGATATCTTATACAGAGTTCCGTGTCGAAAGAGCGGAGGGATCAGGT

TCACAATAAACGGATTTAGCTACTTCAATTTGGTGCTAGTAACAAACGTCGCGGG

AGCCGGTGACATTCAGAAGGTGTACATCAAAGGCACAAAAACTCAATGGATGCC

CATGAGTCGAAACTGGGGGCAAAATTGGCAATCCAACTCTGTTCTTGTGGGCCAG

GCCCTTTCCTTTAGAGTGACAGGCAGTGATCGTCGTACCTCAACCTCAAACAACA

TCGCTCCTGCGAATTGGCAGTTCGGCAAGACCTACGTTGGCAAGAACTTCAGGGT

CTAA 




