IDENTIFICATION
Species: Ananas comosus
Locus: Aco011896

Gene Model: Aco011896.1
Description: AncEXPA-05
Family: Alpha Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Acomosus_v3



https://phytozome-next.jgi.doe.gov/info/Acomosus_v3

EXTERNAL RESOURCES

http://pineapple.angiosperms.orag/pineapple/html/index.html#:~:text=The%20PGD%20(Pinea
pple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes..
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Superfanilies PLNOOOS0O

List of domain hits *
Name Accession Description Interval E-value
[+] PLN0O0O50 super family c131535 expansin A Provisional 36-253  5.68e-81
SEQUENCES

Peptide

>AncEXPA-05

MMRAAWSDLNHVLQLVVMWSALIIGPCAAHQRPSSYFAADPQDSVGGGYGDLGRR
GYGMATAGLSEGLFARGAGGCYEVRCVQELRYCLPGTSIVVTATNFCAPNYGLPAD
AGGICNPPNHHFLIPIQAFEKIALWKAGVMPVQYRRVKCVREGGVGFTIDGRGFFITV
LISNVAGAGDVTAVKIKGSNIGWLSMGRIWGQNWHISADLKGQALSFELTTSDSVTL
TSFNVAPKDWSFGQTYAGKQFSF*

CDS (coding sequence)
>AncEXPA-05

ATGATGCGCGCAGCATGGTCCGATCTCAATCATGTGCTGCAGCTGGTGGTGATGT
GGTCGGCCCTAATAATCGGTCCCTGCGCAGCCCCAGCGGCCGTCCTCCTTTCGCC
GCCGCCCCAAGTCCGTCGGTGGGGCGTGCGGGTGGGGATCTGGGGAGGCGCGGG
TGGGATGGCGGGCGGGGCTGAGCGAGGGGCTGTTCGCGAGGGGGGCGGCGTGCG
GGGGCTGCTGAGGTGCGCTGCGTGCAGGAGCTCAGGTTGCCTGCCGGGGCTCCAT
CGTCGTCCGCCCATTCTGCGCCCCCAATTGGCCTCCCCGCCGGCCGGCGGCATCT
GCACCCCCCACCTTCTTGATCCCCATCCAGGCCTTCGAGAAGATCGCCCTCTGGA
AGGCCGGCGTCATGCCCGTCCAGTCGCCGAGTGAAGTGCGTCCGGGAGGGCGGEG
GTGGGGTTCGATCGGGGCGGGGGTTCTTCATCAGTGCTGATCAGCAATGTGGCCG
GCGCGGGTGATGTGGGCGGTGAAGATAAAGGGATCGAATCGGCTGGCTCTCCAT
GGGCCGCATTTGGGGCCAAATGGCATCAGTGCCGATCTCAAGGGCCAGGCCCTCT
CCTTCGAGCTCCCAGCGAGCGTCGCTCCTCGTTCAGTCGCCCCCAAGGTGGTCCTT
CGGCCAACTATGCCGGCAAGCAATTCTCTTTCTAG


http://pineapple.angiosperms.org/pineapple/html/index.html#:~:text=The%20PGD%20(Pineapple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes
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Nucleotide
>AncEXPA-05

CTCGTCCCTTCCCAGTATCTTCTCTTTTTCTCCTGTGTCTGAGAGCATCGCTGGATC
CTCCTCCCTCTTCTTCTCGCATTCCCCGCCCCCCCCCAATCTCAAGGATGATGCGC
GCAGCATGGTCCGATCTCAATCATGTGCTGCAGCTGGTGGTGATGTGGTCGGCCC
TAATAATCGGTCCCTGCGCAGCCCCAGCGGCCGTCCTCCTTTCGCCGCCGCCCCA
AGTCCGTCGGTCCGTCCCCTCTTCCTCTTCCTCTTCGTCTTCGTCTTCGTCTTCGTC
TTCGTCTTCTTCTTCTTCTTTTAGTATCCCATCATTGTTGTTGTTATCATTATTTGCT
ATTGTTATTGTTAGCTTAGCAAGATAGATATATAGATGATGAGTTTGATGAAAGG
GGGGCGGGGGCAGCAGGTGGGGCGTGCGGGTGGGGATCTGGGGAGGCGCGGGT
GGGATGGCGGGCGGGGCTGAGCGAGGGGCTGTTCGCGAGGGGGGCGGCGTGLGE
GGGCTGCTGAGGTGCGCTGCGTGCAGGAGCTCAGGTTGCCTGCCGGGGCTCCATC
GTCGTCCGCCCATTCTGCGCCCCCAATTGGCCTCCCCGCCGGCCGGCGGCATCTG
CACCCCCCACCTTCTTGATCCCCATCCAGGCCTTCGAGAAGATCGCCCTCTGGAA
GGCCGGCGTCATGCCCGTCCAGTCGCCGGTGCGTCCTCCACCTAATCCCTAACCT
AATCCCGAATCCGGAATGATTGATTGTTGGATAGCATCATGGTGCTTGCTGTGTT
GTGGTATTGGAGCATTCGAGCTTTAGAGTATTTCTAGCGTCGTCCCCTCGTTATTG
ATTTGCGGCCAAAAGAAGGAATTTAGGATGATCCAAAGTCTTTTGATTATAGGGT
CTGGGTCAATAGTCGAATTTATTTCGTAGGCCTAATTCGATTGCCGTATACATCGC
GGGCGGGATCTTAGGCTGGGAAGCGAGAGTCCGCTCCAGCATTGCTTGCTCAATC
TCTCTCTTCTCTGTTTGTAGCAGTATTGGCCGTAGCCCGCTCCCTCTCTGCAAGTTC
AGCAGGAGCGGGGCCTTTCTGAGGGTGAAGTTTTGTCCATTTTTGCTGCTGGCAT
CATGCATCCTGATCAGGATGATCCTTGGAGACGGCCGGTGTTTGAATGTGATTGA
AAAGGAAAGGGGAAGTGTTATTACATTACTGTTGGGGGGTGTAATAGATTTGTAT
ATTCAATGAATCTGATTAGTGCTTTGTCAAAAATCGGTGATTTGAGCAGCAGAAG
ATCAAAGCATGCCGGGAAATTAGAGAAAAGAAATTATGGTTTAAACACCGAATA
GCATTTTGATGATTTTCTTAAATCTTTATATTGATATCAGCCCAGTAGTCCAGAGA
GTCTCTAGATTAATATCGGTGTTAATAATTTAGATCAACATTTTGTGTCCTGTGGC
TGTTTGCCTGTTAGCATACTATTTATAAAGCATTGTGTTTTGAGAAAGTGCATTAG
TTTTATTTGAGTAAGTAAGGGTAGATCTCCGTCGCAGATGAATTATGCCAGTTGTT
TGAAGCCTTTATGGATTGGCATCGAATTGGTATGCAAGTAGTCAAGTTTTATGAG
AGCCTGCTAAATGGTGTCATAGGTTTGTACATGCAAAGCATGTTTCAGCATGAAT
GGCAGTCTTGTTGGAAGTGTAGATGCATGCAGGCAGATCAAATGCGGCGTAATA
ATTACAATATAAAGAAGAAAGTTAGTTTATTTTGATGGGAGGTTGCTTTGTGATT
GCTAAGAAATCGGAAAAGCTCAGTGTTCAGTAGAGCAATAATAATAATAATAGA
GAAGTATGCAGTGTTTGCTTGTCCCGTCTAAATGTTTGTGCTTAATCTAGCATTTG
AGTCGGTAATTTTATTGATTCCAATCTCCAGGTTTATTTTATTCCAATTCTGATAAT
TTTATATATCGTGGTTCAGCTGAAGCATATGATTATGAAAAAAATTTGTGGTGTG
AATTTATCATTGATGTATGCAGAGTGAAGTGCGTCCGGGAGGGCGGGGTGGGGTT
CGATCGGGGCGGGGGTTCTTCATCAGTGCTGATCAGCAATGTGGCCGGCGCGGGT
GATGTGGGCGGTGAAGATAAAGGGATCGAATCGGCTGGCTCTCCATGGGCCGCA
TTTGGGGCCAAATGGCATCAGTGCCGATCTCAAGGGCCAGGCCCTCTCCTTCGAG
CTCCCAGCGAGCGTCGCTCCTCGTTCAGTCGCCCCCAAGGTGGTCCTTCGGCCAA
CTATGCCGGCAAGCAATTCTCTTTCTAGAGAGAGTTCTAGTTTGTGATGTATATGC
ATTCAGAATTCAGAAGCAAAAGAAAAATAGAAAAAGGAAAGAGGGCCCGAAGC
AGGTTTATATTATATTTGTTCTTATTCCAGGATAGCTTCCCCGGAAGGAGGTATAG



CTAGTTAGATTTTGCAGGTCGAGTCATTCCTCTCAGCGAATGCGGTGTTTAGAGAT
GTGTTATGTAATATCCTGGGGTAAATTTGGTCTAATTCATTTTGGTCTTTGTTGAT
AATGATCATAAGGATAGTATTTTGGGGTTGTTGTTTCTCTTAAATTGTATGGTATT
GGAGAAATTATTGCATGACCCATTCAATTTTGGGGAATC



