IDENTIFICATION

Species: Brassica oleracea capitata
Locus: Bol008341

Gene Model: Bol008341
Description: BolEXPA-12
Family: Alpha Expansin

3D structure:
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Phytozome: https://phytozome-next.jgi.doe.gov/info/Boleraceacapitata vl O

EXTERNAL RESOURCES
http://www.ocri-genomics.org/bolbase/login.htm



https://phytozome-next.jgi.doe.gov/info/Boleraceacapitata_v1_0
http://www.ocri-genomics.org/bolbase/login.htm

GENE STRUCTURE

BolEXPA-12

| L 1 1 L
Obp S006p 1000bp 150060 2A0bp

Legend:

Exon — Intron

DOMAIN ARCHITECTURE

1 S0 100 150 200 259

Quory soq, s e ——
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+ Name Accession Description Interval E-value
[+] PLN00050 super family 31535 expansin A; Provisional 29-256  2.14e-11€
SEQUENCES

Peptide

>BolEXPA-12

MLGLVLCILTILADFITITEAKIPGVYNGGGWETAHATFYGGSDASGTMGGACGYGN
LYSQGYGVNTAALSTALFNNGYSCGACFELKCASDPKWCHSGSPSIFVTATNFCPPNF
AQPSDNGGWCNPPRPHFDLAMPMFLKVAEYRAGIVPVSFRRVPCRKIGGMRFTINGF
RYFNLVLVTNVAGAGNIVRLSVKGTRTSWMTMSRNWGQNWQSNSVLVGQALSFRV
TGSDRRSSTSWNIAPAHWQFGQTFMGKNFRV*

CDS (coding sequence)
>BolEXPA-12

ATGCTGGGTTTGGTTTTATGTATTCTCACAATTCTTGCGGATTTCATAACAATTAC
TGAAGCAAAAATCCCAGGAGTTTACAATGGAGGTGGTTGGGAAACTGCTCATGCT
ACTTTCTATGGTGGCTCCGATGCTTCTGGCACCATGGGAGGTGCGTGTGGGTACG
GTAACTTGTACAGCCAAGGCTACGGTGTGAACACAGCGGCTTTAAGCACGGCTCT
GTTCAACAACGGTTACAGTTGCGGCGCTTGTTTCGAGCTCAAATGCGCGAGTGAT
CCTAAGTGGTGTCACTCAGGTAGCCCTTCCATCTTCGTCACTGCAACCAACTTTTG
CCCGCCGAACTTTGCTCAGCCCAGTGACAATGGCGGATGGTGCAACCCTCCTAGG
CCTCACTTCGACCTTGCTATGCCTATGTTCCTCAAGGTTGCCGAGTATCGCGCCGG
AATTGTTCCCGTCTCTTTCCGCCGAGTGCCATGTCGGAAGATAGGAGGAATGAGG
TTCACAATCAACGGTTTCCGTTACTTCAACTTGGTTCTGGTCACAAACGTTGCCGG
CGCCGGAAACATAGTGCGGCTGAGCGTGAAAGGAACAAGAACTTCGTGGATGAC
CATGAGCCGAAACTGGGGGCAAAACTGGCAATCAAACTCTGTTTTAGTTGGTCAA
GCACTTTCTTTTAGAGTCACAGGCAGCGACCGTCGAAGTTCCACGTCATGGAACA
TCGCTCCCGCTCATTGGCAGTTTGGACAGACATTCATGGGAAAGAACTTCAGAGT
CTAG

Nucleotide
>BolEXPA-12

ATGCTGGGTTTGGTTTTATGTATTCTCACAATTCTTGCGGATTTCATAACAATTAC
TGAAGCAAAAATCCCAGGAGTTTACAATGGAGGTGGTTGGGAAACTGCTCATGCT
ACTTTCTATGGTGGCTCCGATGCTTCTGGCACCATGGGTATGTGTGTCTCTCTTCT



CTTTTATTTTTCACATTTTCTCATCATTGTAAACCTAAAGTTCCAATCTTTTGTTGC
ATCCAATCTTTTTTTTTGTACCACATTGTTGAAATCTTTGAGGATGTTAACTTTTAC
ACCAAATAATGGTTTCACACTTTCAACTTTAATACAAAACCCAACTTAAAGTTCC
CATCTTTTTTGTTCATTAATGCTAACAAAACCTATCACATTGTCTAATTATAACCT
TACCATATATGTTAGAATCTGGGATATTGTAGATTCTTGATTTTTATCCTCAAAGC
TTTCAACTTCAATATATGAACCAGGAGGTGCGTGTGGGTACGGTAACTTGTACAG
CCAAGGCTACGGTGTGAACACAGCGGCTTTAAGCACGGCTCTGTTCAACAACGGT
TACAGTTGCGGCGCTTGTTTCGAGCTCAAATGCGCGAGTGATCCTAAGTGGTGTC
ACTCAGGTAGCCCTTCCATCTTCGTCACTGCAACCAACTTTTGCCCGCCGAACTTT
GCTCAGCCCAGTGACAATGGCGGATGGTGCAACCCTCCTAGGCCTCACTTCGACC
TTGCTATGCCTATGTTCCTCAAGGTTGCCGAGTATCGCGCCGGAATTGTTCCCGTC
TCTTTCCGCCGGTAAGAAAAATCAATTTAAAGTGTTTATTTGAGTTGAACTCATCA
GTTTAAGCTCAACAGGGTAGCTGAGAGTCTCTGAATGGCTTGAATTAAGACAAAA
TTATATTCACTTTTGGTAACTTTAAGATTATGTCTGTGTGTGTGGGTGTGAAACGT
AATATTGTTTAAGTTTAGGGGTGCGGTTGAGAAGTTTTATGTCTTGATTCTGACCG
ATTGTGATTAGTATCGGCTGAATTAATAGTTTGGGGGCAATAAACAACATCTAGT
AAATATATGGGTCCAGTTAAGAAGTCTGCGTCTAAAATTTCTGAACGACTAGGTT
TAATGGAGAACAATTAAAATTTTGGGGGGTATGAAACATAACAATTAATAAGTAT
GGGAACTCAATAAGGACGTTGAGAATTTGAAAAAGTAGGCTTATTTAGTTATTTT
GGCTCATCCTTCTGAACGACTAGAGGAATTCAATAATTAGTTAAGTACTTTGAGA
ATTTGAAAAGTAAGGTTATTTTGGCTGATCCTAAACTTAAATTTTCTAGAAGTATG
AGTTTTAGGGAGTTTTATAAATCTTACTTTCTATATTAGGTTAATCTTTTAGTAATT
AAAGTTCGGGGTATGAAACGTAACATTATAGAAATACTATGGTTTGATTGAAAAG
TCTTGTTCTTTGATTTTTGGCACGAGTGGGTGTAGTAGCATTTATGTCGGGTTTCG
TACGCGCCAATTTTACCAAATCTTACAAAGATCTTATTTTGTACAAAAGGACGAC
ATTGTCCCTCCAACAGCTATCCTAAAGTATTACACAGCTATCTTATAATGAATGTG
CATCTCTATAGTCAACACGCGTTTTGTAACTTAATTTTATAGAAAACCATGAATGA
CGTAAATACCCTTTTCTTTTAATTACTACAGAGTGCCATGTCGGAAGATAGGAGG
AATGAGGTTCACAATCAACGGTTTCCGTTACTTCAACTTGGTTCTGGTCACAAAC
GTTGCCGGCGCCGGAAACATAGTGCGGCTGAGCGTGAAAGGAACAAGAACTTCG
TGGATGACCATGAGCCGAAACTGGGGGCAAAACTGGCAATCAAACTCTGTTTTAG
TTGGTCAAGCACTTTCTTTTAGAGTCACAGGCAGCGACCGTCGAAGTTCCACGTC
ATGGAACATCGCTCCCGCTCATTGGCAGTTTGGACAGACATTCATGGGAAAGAAC
TTCAGAGTCTAG




