
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin02G273400 

Gene Model: Misin02G273400.1.p 

Description: McsEXPB-20 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPB-20 

MATTFSSKALAFAALFFSFLVTYGSCARPVSFNASDFTADPNWEAARATWYGAPTG

AGPDDDGGACGFKNVNLPPFSAMTSCGNEPLFKDGKGCGSCYQIRCQNHAACSGNP

ETVIITDMNYYPVAKYHFDLSGTAFGAIAKPGRSDELRHAGIIDIQFKRVPCNYPGQK

VTFHVEEGSNSVYLAVLVEFEDGDGDVVQVDLMEANSGYWTPMRESWGSIWRLDS

NHRLQAPFSLRITNESGRTLVANQVIPANWVPNTYYRSIIQY* 

CDS (coding sequence) 

>McsEXPB-20 

ATGGCAACGACCTTCTCTTCCAAGGCTCTTGCATTTGCAGCGCTCTTCTTCTCCTT

CCTAGTCACGTATGGCTCCTGCGCTCGGCCTGTAAGTTTTAACGCCTCTGACTTCA

CCGCCGACCCTAACTGGGAGGCTGCCAGGGCCACCTGGTATGGGGCACCTACTGG

TGCCGGTCCTGACGACGACGGTGGCGCCTGCGGGTTCAAGAACGTGAACTTGCCT

CCGTTCTCAGCCATGACGTCCTGTGGCAACGAGCCACTGTTCAAGGACGGCAAGG

GCTGCGGTTCATGCTACCAGATCCGATGCCAAAACCACGCAGCATGCTCCGGCAA

CCCGGAGACGGTCATCATCACCGACATGAACTACTATCCGGTCGCCAAGTACCAC

TTCGACCTCAGCGGCACGGCATTCGGTGCCATAGCTAAGCCTGGCCGCAGCGATG

AGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGAGTGCCCTGCAATTA

CCCTGGGCAGAAGGTGACTTTCCACGTCGAGGAGGGGTCCAACTCCGTCTACCTC

GCGGTGCTCGTCGAGTTTGAAGACGGCGACGGCGACGTGGTGCAGGTGGACCTG

ATGGAGGCCAACTCCGGCTACTGGACGCCGATGCGCGAGTCCTGGGGATCCATCT

GGAGGCTCGACTCCAACCACCGGCTGCAGGCGCCCTTCTCGCTGCGCATCACAAA

CGAGTCCGGCAGGACGCTGGTGGCCAATCAGGTCATCCCGGCCAACTGGGTGCCC

AACACCTACTACCGCTCCATTATCCAGTATTAA 

Nucleotide 

>McsEXPB-20 

TTCCCCGACCATCCAAACGCACAATCTCATCAGTACTAGCCACCTTCTTCAGCTTG

GAGTAGCTAGGACTGTCTCTGCTGCACTAAGCCAAGATGGCAACGACCTTCTCTT

CCAAGGCTCTTGCATTTGCAGCGCTCTTCTTCTCCTTCCTAGTCACGTATGGCTCC

TGCGCTCGGCCTGTAAGTTTTAACGCCTCTGACTTCACCGCCGACCCTAACTGGG



AGGCTGCCAGGGCCACCTGGTATGGGGCACCTACTGGTGCCGGTCCTGACGACGA

CGGTACGCACACGCTTGGTGTTAGTTATTACCGTTACCGGCCTGTAAATAAATAA

ACTCAACTTTATATAGCTAATTGCCCTGTTTTTGGACGATGTATCAATAAACTTTG

CATGCCGCGCGCGCGGCATCCATTTGTGTGCATGCAGGTGGCGCCTGCGGGTTCA

AGAACGTGAACTTGCCTCCGTTCTCAGCCATGACGTCCTGTGGCAACGAGCCACT

GTTCAAGGACGGCAAGGGCTGCGGTTCATGCTACCAGGTACGAAGAACCCGGCC

TAGTGCAACGCAAAGGATAAGCTCATGCACAGTTTTGGGGAAGAACCCGGCCTA

GTGCAACGCAAAGGATAAGCTCATGCACAGTTTTGGTTTTTGACTCACATCACGC

GCACTCAGTAGTTTTACTTCCCTTTCTTTGCAGATCCGATGCCAAAACCACGCAGC

ATGCTCCGGCAACCCGGAGACGGTCATCATCACCGACATGAACTACTATCCGGTC

GCCAAGTACCACTTCGACCTCAGCGGCACGGCATTCGGTGCCATAGCTAAGCCTG

GCCGCAGCGATGAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGGTA

GGCGGAGTAACATGCATTGCTCGCTGCACAGAGCCAAATAAAGAGACAGTGCAA

CAACCTGCAGTAGACCCTACTACCTGAACACAATCATATTTCGACCGTCTATTTAC

TGGTGCTGTGGAGCGAGCCCCTGTACTTTGCTCAACTAACTCTTAACGACAATGA

TCGATTATCCATTATTGGGCAGTCCCAAGTAGATTCGCACAGATCTTAGTACTATA

TACTTCGACGTACTTCACAACTTGGCTTGCGTGTACTATACCGGTGTTCTACTATC

TGAAGCCTAATGCCTAATCCAACATATCACATGGGCTTTAATTCCTGCAGAGTGC

CCTGCAATTACCCTGGGCAGAAGGTGACTTTCCACGTCGAGGAGGGGTCCAACTC

CGTCTACCTCGCGGTGCTCGTCGAGTTTGAAGACGGCGACGGCGACGTGGTGCAG

GTGGACCTGATGGAGGCCAACTCCGGCTACTGGACGCCGATGCGCGAGTCCTGG

GGATCCATCTGGAGGCTCGACTCCAACCACCGGCTGCAGGCGCCCTTCTCGCTGC

GCATCACAAACGAGTCCGGCAGGACGCTGGTGGCCAATCAGGTCATCCCGGCCA

ACTGGGTGCCCAACACCTACTACCGCTCCATTATCCAGTATTAATTGATTTGCTCG

ATCAGGACATCAACTATTCGGGGTCATTGTTTTTTGATTAATTTGGTATGTACCGT

ATCTATGTTATACATTATTGGATTGATGAGGTGTCTCAGTTTAATTAGTAGGTGAG

ATATCAGGAATCCGGCTATATATATGCCGTCTGTACGAGTTGTTAGAGTGCAGCA

AGAGATTCACGAGTGGGAAACGGAGGCAAGTTTGCATGTGCTCCCCCCCCCTGCC

GATGTACCGTGTTATGTGATCAATCAAAGTTATAATGTATGAACACTATTA 




