IDENTIFICATION

Species: Oryza sativa

Locus: LOC_0s01g16770

Gene Model: LOC_0s01916770.1
Description: OstEXPA-03
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
KEGG: https://www.genome.jp/entry/T01015

EXTERNAL RESOURCES
http://rice.uga.edu/
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DOMAIN ARCHITECTURE

Query seq.
Superfanilies PLNOOOS50

+| Name Accession Description Interval E-value
[+ PLN00Q50 super family 31535 expansin A; Provisional 18-234 9.12e-108
SEQUENCES

Peptide

>0OstEXPA-03

MAAEVAAGGDSGWSSGSATFYGGSDASGTMGGACGYGNLYSAGYGTSTAALSTAL
FNNGQSCGACFEVRCGGGGSCLAGTVAVTATNLCPPNYALAGDAGGWCNPPRPHFD
MAEPAFTRIAQARAGVVPVQYRRVACAKQGGIRFTITGHSYFNLVLVTNVGGAGDV
TAVSVKGSRSGWQAMSHNWGANWQNGANLDGQPLSFRVTASDGRTVTSDNVAPS
GWSFGQTFSGGQF*

CDS (coding sequence)
>OstEXPA-03

ATGGCCGCGGAGGTCGCCGCCGGCGGCGACTCCGGCTGGAGCAGCGGCAGCGCG
ACGTTCTACGGCGGCAGCGACGCGTCGGGGACGATGGGTGGCGCGTGCGGGTAC
GGCAACCTGTACAGCGCCGGGTACGGGACGAGCACGGCGGCGCTGAGCACGGLG
CTGTTCAACAACGGGCAGAGCTGCGGCGCGTGCTTCGAGGTCCGGTGCGGCGGL
GGCGGCAGCTGCCTCGCCGGCACCGTGGCGGTGACGGCCACCAACCTCTGLCCCGC
CCAACTACGCGCTCGCCGGCGACGCCGGCGGGTGGTGCAACCLCGLLGLGGLLGL
ACTTCGACATGGCGGAGCCGGCGTTCACCAGGATCGCGCAGGCCCGLCGLLCGGLG
TGGTGCCGGTGCAGTACCGGCGCGTGGCGTGCGCGAAGCAGGGCGGCATCCGGT
TCACCATCACCGGCCACTCCTACTTCAACCTGGTGCTCGTCACCAACGTCGGCGG
CGCCGGCGACGTGACGGCGGTGTCGGTGAAGGGGTCGCGGTCGGGGTGGCAGGC
CATGAGCCACAACTGGGGCGCCAACTGGCAGAACGGCGCCAACCTCGACGGCCA
GCCGCTCTCCTTCAGGGTCACCGCCAGCGACGGCCGCACCGTCACCTCCGACAAC
GTCGCCCCCTCCGGCTGGTCCTTCGGCCAGACCTTCTCCGGCGGCCAGTTCTAG

Nucleotide
>0OstEXPA-03

CTACGCTTGCTAGCTGTTGCCGCCGTGGCCGCGATGGCCGCGGAGGTCGCCGCCG
GCGGCGACTCCGGCTGGAGCAGCGGCAGCGCGACGTTCTACGGCGGCAGCGACG
CGTCGGGGACGATGGGTGGCGCGTGCGGGTACGGCAACCTGTACAGCGCCGGGT
ACGGGACGAGCACGGCGGCGCTGAGCACGGCGCTGTTCAACAACGGGCAGAGCT
GCGGCGCGTGCTTCGAGGTCCGGTGCGGCGGCGGCGGCAGCTGCCTCGCCGGCA
CCGTGGCGGTGACGGCCACCAACCTCTGCCCGCCCAACTACGCGCTCGCCGGCGA
CGCCGGCGGGTGGTGCAACCCGCCGCGGCCGCACTTCGACATGGLCGGAGCCGGL



GTTCACCAGGATCGCGCAGGCCCGCGCCGGCGTGGTGCCGGTGCAGTACCGGCG
CGTGGCGTGCGCGAAGCAGGGCGGCATCCGGTTCACCATCACCGGCCACTCCTAC
TTCAACCTGGTGCTCGTCACCAACGTCGGCGGCGCCGGCGACGTGACGGCGGTGT
CGGTGAAGGGGTCGCGGTCGGGGTGGCAGGCCATGAGCCACAACTGGGGCGCCA
ACTGGCAGAACGGCGCCAACCTCGACGGCCAGCCGCTCTCCTTCAGGGTCACCGC
CAGCGACGGCCGCACCGTCACCTCCGACAACGTCGCCCCCTCCGGCTGGTCCTTC
GGCCAGACCTTCTCCGGCGGCCAGTTCTAGCCGTTCCGCCGTCGATCGCCGGAGG
AATTGAAGGGGCTCTGTTTTGAAGAAGCTCCAAAC





