IDENTIFICATION

Species: Boechera stricta

Locus: Bostr.25542s0026

Gene Model: Bostr.25542s0026.1.p
Description: BosEXLA-03
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstricta_v1 2
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Bstricta_v1_2
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Query seq,
Specific hits

Superfanilies PLN03023

DPBB_R1pA_EXP_N-like superfamily

List of domain hits o
Name Accession Description Interval E-value
[+] DPBB_EXLA_N cd22276 N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily; Expansin-like 16-144 8.43e-61
[+] PLN03023 super family 33621 Expansin-like B1; Provisional 60-248 5.18e-59

>BosEXLA-03

MGVILVLLAVVFLFSSSADACDRCLHHSKAAYFSSASALSSGACAYGSMATGFFAGH
IAAALPSIYQDGAGCGACFQVRCNNPTLCSSKGTTVIVTDLNKSNQTDFVLSSRAFRA
MAKPVVGADRDLLQQGIVDIEYQRVPCDYGNKKMNVRVEESSKKPNY LAIKLLYQG
GQTEVVAIDIAQVGSSHWSYMSRSHGAVWVTDKVPTGALQFKFVVTAGYDGKLVW
SQRVLPANWEAGKTYDAGVQITDIAQEGCDPCDDHIWT*

CDS (coding sequence)
>BosEXLA-03

ATGGGAGTCATTCTCGTCCTCCTCGCAGTCGTCTTCCTCTTCTCCTCATCTGCAGA
CGCCTGCGACCGATGTCTTCACCACTCTAAGGCAGCTTACTTCTCCTCTGCCTCTG
CTCTCTCCTCCGGAGCTTGTGCCTATGGCTCTATGGCTACGGGTTTCTTCGCCGGG
CACATTGCGGCGGCACTGCCTTCCATCTACCAAGACGGCGCCGGCTGCGGAGCTT
GCTTCCAGGTCAGATGCAATAACCCCACGCTTTGCAGCAGCAAAGGAACCACGGT
GATTGTCACAGACCTCAACAAGAGCAACCAAACCGATTTTGTCCTCAGCAGCAGG
GCCTTCAGGGCAATGGCTAAGCCCGTTGTTGGCGCCGACAGAGATCTTCTCCAAC
AAGGCATTGTCGACATTGAATACCAGAGAGTTCCTTGCGATTACGGGAACAAGA
AGATGAACGTGAGAGTGGAAGAATCTAGCAAAAAGCCAAACTACTTGGCGATAA
AGCTATTGTACCAAGGAGGCCAAACCGAAGTGGTAGCCATAGACATTGCTCAGG
TGGGTTCGTCACATTGGAGTTACATGAGCAGAAGCCACGGAGCCGTGTGGGTTAC
TGACAAAGTACCCACCGGAGCTCTGCAGTTCAAGTTCGTGGTGACGGCAGGCTAC
GACGGCAAATTGGTTTGGTCGCAGAGGGTTCTTCCGGCCAACTGGGAAGCTGGGA
AGACCTATGACGCCGGCGTTCAGATCACCGACATTGCTCAGGAAGGTTGTGATCC
ATGCGACGATCACATCTGGACCTGA

Nucleotide
>BosEXLA-03

CACATATGAGTAAACACGTGTACTTGTGCCAGCTGCTTCTATCTGTGACGTGACG
TGTGTTGATGATATATTGAGCTGGCACCCATTCCCTTCATCTTCATTCTTCAGTGG
AGTATTATATATATTCACTCTCTTTCCATCGCATCCCCAACTCATTAACTCTCTCAT



ATAGTATTGTTTCTTCAATCTCTCTCTCTCTCTCTCAACACCAATAAAACAAAGAA
AATGGGAGTCATTCTCGTCCTCCTCGCAGTCGTCTTCCTCTTCTCCTCATCTGCAG
ACGCCTGCGACCGATGTCTTCACCACTCTAAGGCAGCTTACTTCTCCTCTGCCTCT
GCTCTCTCCTGTAACCATTCCATCTCCTCATTACTTCCTTTACTTTTTTTITTTITTGTT
TTGTTTCTTTTCTCATCTCTTGTGTTATGGGTTTATTTCAGCCGGAGCTTGTGCCTA
TGGCTCTATGGCTACGGGTTTCTTCGCCGGGCACATTGCGGCGGCACTGCCTTCCA
TCTACCAAGACGGCGCCGGCTGCGGAGCTTGCTTCCAGGTCAGATGCAATAACCC
CACGCTTTGCAGCAGCAAAGGAACCACGGTGATTGTCACAGACCTCAACAAGAG
CAACCAAACCGATTTTGTCCTCAGCAGCAGGGCCTTCAGGGCAATGGCTAAGCCC
GTTGTTGGCGCCGACAGAGATCTTCTCCAACAAGGCATTGTCGACATTGAATACC
AGAGGTTCGATTCTCATATGTTTTTCACCATTCTCATTTTCCTTGCTTTTACTTAAG
TAGTAGCAATAAGAAGAATTGAAAATGAAACAGAGTTCCTTGCGATTACGGGAA
CAAGAAGATGAACGTGAGAGTGGAAGAATCTAGCAAAAAGCCAAACTACTTGGC
GATAAAGCTATTGTACCAAGGAGGCCAAACCGAAGTGGTAGCCATAGACATTGC
TCAGGTGGGTTCGTCACATTGGAGTTACATGAGCAGAAGCCACGGAGCCGTGTGG
GTTACTGACAAAGTACCCACCGGAGCTCTGCAGTTCAAGTTCGTGGTGACGGCAG
GCTACGACGGCAAATTGGTTTGGTCGCAGAGGGTTCTTCCGGCCAACTGGGAAGC
TGGGAAGACCTATGACGCCGGCGTTCAGATCACCGACATTGCTCAGGAAGGTTGT
GATCCATGCGACGATCACATCTGGACCTGACTTACTCCAACTCTCTCTGTTCTCCT
ACTTTAGGTGACCAAGACCCCTTCTATGTGTAACAGACTTGTTTATTAATTGAGAG
GAAGAACCAACAGGAATGCATAATCTGAAGATTCTATAAGACGTAAACAAGAAA
GCTAAGAAATATAAGGGATATGTGTATGTACAGAAGGTCTATATATGTACACCAT
TCTTTCTATCTGTAACCTTGCAACTTAATGACATGTTATAAAAAGAAAAGAGTTTC
TCTA






