IDENTIFICATION

Species: Kalanchoe fedtschenkoi
Locus: Kaladp0002s0124

Gene Model: Kaladp0002s0124.1.p
Description: KIEXPA-01

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi vl 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1

GENE STRUCTURE
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Legend:
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DOMAIN ARCHITECTURE
Query seq. w—-—w

Superfanilie: PLNO0O50O

List of domain hits

Name Accnsslon Description Interval E-value
[+] PLN00050 super family expansin A, Provisional 56-281 3.64e-104

SEQUENCES
Peptide
>KfEXPA-01

MKVPWFILLMTTLFLVVLPLPDHQVHASRSNIIAERGHLAPNTAKHHKPPFRPGPWKP
AHATFYGGSDGSQTMGGACGYENLIEEGYGLQTAALSQQLFNGGQTCGACYEIKCV
NDAQWCKPGQPSMLVTATNLCPPNGQLSSQNGGWCNPPLEHFDIAQPAFVQVAEYK
AGIIPVQYRRIPCQKKGGIKFTITGNPYFNMVLVWNVGGAGDVTSLQVKGGKKLKW
TOQMDRNWGQKWTTGAMMQGERLTFRVTTSDGKTSTSWNIVPENWQFGQTFEGKNF
K*

CDS (coding sequence)
>KfEXPA-01

ATGAAGGTTCCTTGGTTTATTTTGTTAATGACAACATTGTTTCTTGTTGTCCTGCCC
TTGCCCGACCATCAGGTGCACGCAAGTAGAAGTAACATCATCGCTGAGCGCGGTC
ATCTCGCACCCAACACAGCCAAGCACCACAAGCCTCCGTTCCGACCTGGTCCATG
GAAGCCTGCTCATGCTACATTTTACGGAGGATCCGATGGCTCGCAGACAATGGGT
GGGGCTTGCGGATATGAGAACTTGATTGAGGAAGGCTACGGCCTTCAAACCGCTG
CGTTAAGCCAGCAGTTGTTCAACGGCGGGCAGACCTGTGGGGCTTGCTATGAGAT
AAAGTGCGTGAATGATGCCCAATGGTGCAAGCCAGGGCAGCCGTCTATGCTTGTG
ACAGCTACCAATCTATGCCCCCCCAACGGCCAGTTGTCCAGCCAGAATGGAGGGT
GGTGCAACCCTCCTCTGGAGCATTTTGACATAGCTCAGCCGGCTTTTGTCCAAGTG
GCCGAGTACAAAGCTGGCATCATCCCTGTTCAATACAGAAGGATTCCTTGCCAAA
AGAAAGGAGGTATAAAGTTCACAATCACCGGAAACCCCTACTTCAACATGGTCCT
GGTGTGGAACGTGGGAGGAGCCGGAGATGTGACCAGCCTACAAGTGAAGGGGGG
CAAGAAGCTTAAGTGGACGCAAATGGACCGGAACTGGGGCCAAAAATGGACCAC
CGGAGCAATGATGCAAGGGGAGAGACTCACGTTTAGAGTGACTACTAGTGATGG
AAAAACTTCAACCTCATGGAACATCGTACCCGAAAATTGGCAATTTGGACAGACC
TTCGAAGGCAAGAACTTCAAGTAG

Nucleotide
>SKfEXPA-01

AAATAGATTCCCCCAAGTGAAGATTAAGATTTAAATTGACCGCAATTGACTCCCT
GTTGCACTCTAAACCTCTCAGAGAATCTCAAACCCACAAAAATTGGGATCAAAAT
TAAGCACCACTGAAAATATATTTCAGCCCAGCTAATTACTCTGCAGGAAATCCAA



TCCGAGGAAGCAAGTTCAGATTAAGGAAAAACAGAAGCAGAAGAAGATATGAA
GGTTCCTTGGTTTATTTTGTTAATGACAACATTGTTTCTTGTTGTCCTGCCCTTGCC
CGACCATCAGGTGCACGCAAGTAGAAGTAACATCATCGCTGAGCGCGGTCATCTC
GCACCCAACACAGCCAAGCACCACAAGCCTCCGTTCCGACCTGGTCCATGGAAGC
CTGCTCATGCTACATTTTACGGAGGATCCGATGGCTCGCAGACAATGGGTATAGC
ACAGCTTAGTGATATACTGCTGATTTCTTACCATTTGTGTTTACTTTACTAAGTGTT
TCTAGACGTAAAAAGATGAGTAAAATATTAGTGTTTGTTGGTGGTGTTCAGGTGG
GGCTTGCGGATATGAGAACTTGATTGAGGAAGGCTACGGCCTTCAAACCGCTGCG
TTAAGCCAGCAGTTGTTCAACGGCGGGCAGACCTGTGGGGCTTGCTATGAGATAA
AGTGCGTGAATGATGCCCAATGGTGCAAGCCAGGGCAGCCGTCTATGCTTGTGAC
AGCTACCAATCTATGCCCCCCCAACGGCCAGTTGTCCAGCCAGAATGGAGGGTGG
TGCAACCCTCCTCTGGAGCATTTTGACATAGCTCAGCCGGCTTTTGTCCAAGTGGC
CGAGTACAAAGCTGGCATCATCCCTGTTCAATACAGAAGGTAATTAAGCACAGTA
GCAAAATAATCTTCAGGAAATTCATGTGATCATATCATTGCAGAAAATAATGCTG
TAAAAACTGTACAGGATTCAAATCCACATTTTTTTTTAATTTGAGTTGGATTTTTT
ATTTTGACACTTCAGGATTCCTTGCCAAAAGAAAGGAGGTATAAAGTTCACAATC
ACCGGAAACCCCTACTTCAACATGGTCCTGGTGTGGAACGTGGGAGGAGCCGGA
GATGTGACCAGCCTACAAGTGAAGGGGGGCAAGAAGCTTAAGTGGACGCAAATG
GACCGGAACTGGGGCCAAAAATGGACCACCGGAGCAATGATGCAAGGGGAGAG
ACTCACGTTTAGAGTGACTACTAGTGATGGAAAAACTTCAACCTCATGGAACATC
GTACCCGAAAATTGGCAATTTGGACAGACCTTCGAAGGCAAGAACTTCAAGTAGT
AAGGTATCTAATTGGTGTGGCTATGTGAACACATATGCGATGACATTCTACGTCG
TTTTAGAGATACATAGAGTAAGAAACATTGTACATGGATGGTTTGTTTCTTCAGC
ATTTGTGTTACCCGGTCCCTACTGCGAGGACCTTTATATCCATCTCTAGAGTTTAA
ATCTTGATAGTTGGATATGTGCGTTTTAATTTATATTAATG






