
IDENTIFICATION 

Species: Sphagnum fallax 

Locus: Sphfalx0000s0527 

Gene Model: Sphfalx0000s0527.1.p 

Description: SfEXPA-01 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SfEXPA-01 

MACSAMKRRSSSRAVLLVPMQQQFLLLVLVVLVTGASRLCQVSAGGYYGDNYWSS

GHATFYGGADASGTQGGACGYGNLYTTGYGTNTAALSTALFDSGLRCGACYTLICN

EPQWCVPGASGLTVTATNLCPPNWALPNDNGGWCNPPLQHFDLAVPAFLQLAAPIA

GIVPVLYKRVPCQRQGGVHFTINGNPYFLLVLITNVGGAGDVQQVSIMGSQTNQWVS

LQQNWGQNWQYQGRVLGQALSFMTTTSDGQTIVSNYVASSDWQFGQTFEGAQFAS

W* 

CDS (coding sequence) 

>SfEXPA-01 

ATGGCCTGCAGTGCCATGAAGAGGAGGAGCAGCAGTCGAGCTGTGCTGCTGGTT

CCGATGCAGCAACAATTTCTGCTACTAGTGCTGGTTGTGTTGGTCACGGGAGCCT

CGCGGTTGTGTCAAGTGTCTGCCGGAGGCTACTATGGCGATAACTACTGGAGTTC

AGGCCATGCTACCTTCTATGGTGGCGCTGATGCGTCTGGTACTCAAGGTGGTGCA

TGTGGATATGGCAATCTATACACCACAGGCTATGGAACCAACACAGCAGCGCTG

AGCACGGCTCTTTTCGACTCCGGCTTGAGGTGTGGAGCTTGCTACACGTTGATAT

GCAATGAACCGCAATGGTGCGTGCCAGGAGCATCCGGGCTGACTGTGACGGCCA

CCAATCTGTGTCCTCCCAATTGGGCGCTGCCCAACGACAACGGCGGATGGTGCAA

TCCTCCTCTCCAGCACTTCGACCTTGCCGTGCCTGCCTTCCTCCAGCTCGCTGCAC

CCATTGCTGGAATTGTTCCTGTCCTCTACAAACGGGTACCATGTCAGAGACAAGG

AGGAGTGCATTTCACCATCAATGGCAACCCTTACTTCCTTTTGGTGCTGATCACAA

ATGTGGGAGGAGCCGGGGATGTGCAGCAAGTGTCCATCATGGGCTCACAAACAA

ACCAGTGGGTGTCATTGCAGCAAAACTGGGGACAGAACTGGCAATACCAAGGCC

GTGTTCTGTATGGCCAGGCTCTCTCCTTCATGACCACAACCAGCGATGGCCAGAC

TATAGTCTCCAATTATGTAGCTTCTTCAGATTGGCAATTCGGTCAAACTTTTGAAG

GTGCTCAATTCGCCTCATGGTAA 

Nucleotide 

>SfEXPA-01 

CCTCCCTCATGAGCTAACTGACTGATCACAGCCAACTCTGACACCACCTACCTTCC

TCTGAGACTAGTAGCTACTCGAACTTGTTGTGTCTGTTGCTCTTGTAAAATTTTAT

TCCCTTTAGAACTCTCCTTCAATTTATGGGTTCCTAAACTGCTTTTAAAGTCAGCC



TCTTTCTTCTCCATTTCTCCACTGGACCGAGACTTCTTCGGAGCAAGCAAGGATTC

CTGCAACTCAGTCAGGCTTTTGCCAGTTCACCAGCTTCTCGAGCTCGTCATTAACA

CCCTGCAGCTCAATCGGCGGGTGGGTGACTGCAGTTAGAACTCGAGAGCACTAGC

ACTCAATTCTGATCCCGACTTTCTTGGATGTTTTGTTGTGCTGCCTGCAGAAGGGT

GGCAGATCTTCTATTATGTGTTGCTTGCAGATCATGAGCTATTCGGTGGTGCTTTC

ATGAATCATGAATGCTCAGCTGAATCCGAGCTGAATCCAGACAGTTCTTGTCATT

AAGAAGTTCACCTAAAGTTGAACACCATGTCTAGCTTTGCAGAACTTTGTATTTA

GGGCCACTTTCTTGCAGAGATTCAATGGGTATTTGAAATGGACTGCAGTGTTCAG

GAACTGTTGTTGTCTGCGGAAGTTTGTAACGGATTTTCTGAAGGAGTAGATCGTG

ATTTAAAGGTTTAAACTTTGATTTCAGCTGATCTAACCGGCCAGGCCTGGAACAT

AATTTTTTGTAGGAAATAATATTAGACTATGACTTCTTTGAAGCTTCAGATTCGCC

AATTGTTCATTGGTCATCTCTCCAGTAATGAACTCTAGTGTACATTTGTGCAGGTG

TTATAACTATGGCCTGCAGTGCCATGAAGAGGAGGAGCAGCAGTCGAGCTGTGCT

GCTGGTTCCGATGCAGCAACAATTTCTGCTACTAGTGCTGGTTGTGTTGGTCACGG

GAGCCTCGCGGTTGTGTCAAGTGTCTGCCGGAGGCTACTATGGCGATAACTACTG

GAGTTCAGGCCATGCTACCTTCTATGGTGGCGCTGATGCGTCTGGTACTCAAGGT

GCGATTGGAATTCTAGTTCTCTCTCTAGATCTCCCTCTCGATTTTCAAATTTTCCCG

CAATTCACATCCACAATATTGAGTTTCTCCACAGAGTAATGCACTAGAGGAGCTT

GCAACGCAAAATTTTCCACAAAACCAGGGATCACGCATATATGTTCCTCGTTGTA

GCTGGGCAATGTGCCAGTCACCCATTATCAGTTCTTCAAAGAATCTGGGAGCCCA

GGGGTCAAAGATCAATAAAAATCCTGAGTCTTGGATGGAAGAAATCTTGCGGCA

TAGCTGTAGCGTTACCTGCGGCAGAACTCCCATGACGACAATTCGACGGTGATCA

TGTCAAACCAGTTGTTGCAAGAAGGTCGACTACAGTAGGAGTTCTTCTTGAGCTG

AACAGCAGAACTCTGATCAGGAATATTGTGAAGACAAAGTCTTCTTACACCTAAG

TTCAGCAAGTCTTTGAGCATGAAAGAATGAGCTAAAGTTGAGGGCGCCGACGTTG

TTGGTTTGTAGGTGGTGCATGTGGATATGGCAATCTATACACCACAGGCTATGGA

ACCAACACAGCAGCGCTGAGCACGGCTCTTTTCGACTCCGGCTTGAGGTGTGGAG

CTTGCTACACGTTGATATGCAATGAACCGCAATGGTGCGTGCCAGGAGCATCCGG

GCTGACTGTGACGGCCACCAATCTGTGTCCTCCCAATTGGGCGCTGCCCAACGAC

AACGGCGGATGGTGCAATCCTCCTCTCCAGCACTTCGACCTTGCCGTGCCTGCCTT

CCTCCAGCTCGCTGCACCCATTGCTGGAATTGTTCCTGTCCTCTACAAACGGTAAA

TTTTTTATCACGTGTTTCCTTAAAAAAAGTCTTCTGAACTGGGGAGTCCTCCTGTT

AGCTGAAATCTTGAAGGACTCTTTGCACAGGTCTTGGGGATTCCAGGGACCGATG

GAATCTTGGCCAGAACAAAACTGGCCATCTGTTTTATAACGCTAGTTATAAATCG

TTTCGAGATACATAGATCAAGAAAAGAGCAATTTTGATTTAGGTTTGTCACATTT

CTATTCGTGGCGGCAGAAGAATGTTTTTTTGGACAAGTCCTAAAGATTGGGTGTC

ATTGAATGTCACATTCCTATTGGATGCTCGGCACTGACATGAAAGAAAAAAGATA

CTGATCAACAGATTGCTTTTGAATTTTTTATTCATTACATGAGAATCTAGCTGGTT

TCTTCATCAGAAATATGATTTACCATGCAACATGAGGACATTTCTCACAAGGCTT

CGAACAATTACTGGGCTGAGGTTTTGCCTGGTGGTGTGCATGCAGGGTACCATGT

CAGAGACAAGGAGGAGTGCATTTCACCATCAATGGCAACCCTTACTTCCTTTTGG

TGCTGATCACAAATGTGGGAGGAGCCGGGGATGTGCAGCAAGTGTCCATCATGG

GCTCACAAACAAACCAGTGGGTGTCATTGCAGCAAAACTGGGGACAGAACTGGC

AATACCAAGGCCGTGTTCTGTATGGCCAGGCTCTCTCCTTCATGACCACAACCAG

CGATGGCCAGACTATAGTCTCCAATTATGTAGCTTCTTCAGATTGGCAATTCGGTC

AAACTTTTGAAGGTGCTCAATTCGCCTCATGGTAATGAATTCCATCATCATCCCAT

CTAGCAGCCCAAAATCTTCCAACTCCTCTCAAGACTCAGCTCAGCTCCTACATTAC



TAAATTTGTTTCCAACAAGTCTCCACTACTGCAAGGTGTGAATCAAACTGCGCCA

TTGAGCAACTCAGAAATTTGCAACAACAGAAGAAGCTAAGAAAGAAGCTGGACT

GTATCTTGGTACATTATACTCAATGGCATATAAGCATTTTGTTGCTAAATAACTCC

TGTGTAAAACTCATTCTTATAAGTGAGAGATTAATTAGGCTGGGAGTTGATCATC

AACCAAATTGTCATTAGCTGTGAGAACCCACAGTGGGTGCAAGATATATAAAGG

ATACTAGGTGGCTACTACAGAGATTTCGTCTGTGATGGATCCATTGCAGTTTTTTA

ATGGAGAATCAAGAAGTTTGACTCTCACAACCTGGGGAAAAAAAAAACTGTGCT

TGAACTCGGACTCTACTTGAAGGGATTCAAACCTTGCAGCTGGTGGAAAGGAAAT

TTTTTAGTGCAAGAGCCCTGCAGCTTGTATGATTCCAACAGAGATGATAGGTTCA

AGTCTAAACTTGTGTTGTAAAGAGGAAGTACTAAAAAGGAGCTGCAAGGACAGC

TTCTAAACTAGACATTCAGGAATCATGGCACAAATTGAATAGTTATGTGGGTGTG

CTATTTGAACTTTCCCATCCCTTTGCATTTTCTTTAAATTACTAATCATGCAATAGC

AAGGGCTTTCCAGAATACATGTCTCACCCTGCCTTGTACATGA 


