IDENTIFICATION

Species: Setaria italica

Locus: Seita.2G311700

Gene Model: Seita.2G311700.1.p
Description: SitEXLA-01
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818

EXTERNAL RESOURCES
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Query seq.
Specific hits Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits "
Name Accession Description Interval E-value
[+ DPBB_EXLA_N €22 N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily; Expansin-like 27-149 2.71e-60
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pll and PIIl from Lolium perenne 158-230 6.47e-17

MGVFLCCLLALLVSSCSAGAGASAAGERCVRQGKAAYAPSLSPLPQGSGVCGYGAM
AAEINGGFLAAGGPRQHRGGLGCGRCFQMRCRDARLCSSRGVRVVLTDFHRSNRTD
FLLGGPAFAGLAKPGVAHELKRLDALSVEYKRIPCDYKDKNLSVLVEEGSKSPSNLV
VKFLYQGGQTDILAVDVAPVGSSEWRFMTRVHGPVWRTDRAPAGPLQFRAVVTGG

YDGKWVWAEREVLPAGWRPGQVYDTGVRIADVARDGCQRCVGGAASAAALDWK

*

CDS (coding sequence)
>SItEXLA-01

ATGGGCGTCTTCCTCTGCTGCCTCCTGGCGCTCCTCGTCTCCTCCTGCTCCGCCGG
CGCCGGCGCATCCGCCGCCGGCGAGAGGTGCGTGCGGCAGGGCAAGGCGGCCTA
CGCGCCCTCGCTGTCCCCGCTCCCTCAAGGCAGCGGAGTCTGCGGGTACGGLCGCC
ATGGCCGCGGAGATCAATGGGGGCTTCCTCGCCGCCGGGGGGCCCAGGCAGCAC
CGGGGAGGGCTCGGCTGCGGGAGATGCTTCCAGATGAGATGCAGAGATGCAAGG
CTGTGCAGCAGCAGGGGAGTGCGGGTCGTGCTCACCGACTTCCACAGGAGCAAC
CGTACTGACTTCCTGCTCGGCGGGCCCGCCTTCGCGGGCCTGGCCAAGCCCGGGG
TGGCCCACGAGTTGAAGAGGTTGGATGCTCTCTCCGTAGAGTACAAGAGAATCCC
CTGCGACTACAAGGACAAGAACCTGTCCGTACTCGTGGAAGAAGGGAGCAAGAG
TCCAAGCAACCTGGTCGTCAAGTTCCTGTACCAGGGCGGCCAGACCGACATCCTG
GCGGTGGACGTGGCTCCGGTGGGGTCGTCGGAGTGGCGGTTCATGACGCGGGTG
CACGGGCCGGTGTGGCGCACGGACCGGGLCLCCCLCGLCCGGCCCGLCTGCAGTTCCGG
GCCGTGGTCACCGGCGGGTACGACGGCAAGTGGGTGTGGGCCGAGCGGGAGGTG
CTCCCGGCGGGCTGGCGGCCCGGCCAGGTCTACGACACCGGCGTCCGGATCGCCG
ACGTGGCCAGGGACGGCTGCCAGCGCTGCGTCGGLCGGLCGLLGLLCTCCGLLGLCG
CGCTGGACTGGAAGTGA

Nucleotide
>SitEXLA-01

GCAGCCGCATGTGCTAGCCAGAGGCAGGTCACAGTCTCCTCTTCTCCCTCTACTG
CTCGACGCCGTCGCCATGGGCGTCTTCCTCTGCTGCCTCCTGGCGCTCCTCGTCTC



CTCCTGCTCCGCCGGCGCCGGCGCATCCGCCGCCGGCGAGAGGTGCGTGCGGCAG
GGCAAGGCGGCCTACGCGCCCTCGCTGTCCCCGCTCCCTCAAGGTAGGCATACAG
ATCGACGGCAGCCGGCCGATTTTCTTGAAGCCACGAGAGTAGATTTCGGTCCTCT
TCCTTTTTTCCGCCACGGTTCTGAGCGATTCTTGGTCGGATGATGACAAGCAGGCA
GCGGAGTCTGCGGGTACGGCGCCATGGCCGCGGAGATCAATGGGGGCTTCCTCG
CCGCCGGGGGGCCCAGGCAGCACCGGGGAGGGCTCGGCTGCGGGAGATGCTTCC
AGGTATCACGAGCCGATTCCACCAGATCAATTGGGATTGTCGGTTCCAAAATTGC
GCTCCTTTTTTTCTTTTCTACTATTTTTTTTGGGGGTTCTTGTGTCCTTAATTTTATT
CGGTGGCAAGACGCGTCTTTCTCGAGTCTTCTTCTCTGGCCTCAAGATTCTTTCAG
TACCTTGGATTTGTGGCTATGGGTTTTGTTTACGAATTTTTGGGGAAGGTGCGCTG
ATGTACTCCAAGTTGATGCTTTTGGGACTGGACTTTCTCGTTATGTTCAGAGTTCA
GAGCCAGCAAGCAAAGCAATCTGCGAATTCTGGGAGAATCTCTGTGCTTTTTTAT
TTCAGTTAGTTGCCTCCACTCAGGCCATGTTTAGTTACTCCCAACTCCCAACTTTG
ACACTATGCAAAAAGAAGATTTCCCATCATATCAAACTTGCGGTACATGCATGGA
GTACTAAATGTAGATGAAATTAAAAACTAATTGCACAGTTTTGTTGTACTTTGCG
AGACGAATCTTTTGAGCCTAATTAGTCAATATTTGGACAATAATTCACAAATACA
AACGAAACGCTACAGTGTGCTACAGTGCTGTAACAGTAATTTGGCACCTCCCAAA
TTCCCCAACTAAACACGGCCTCAATCAAGAGACCAAATTTGGAACTTTCTGTTCA
CCTTTCTGCCAAATGCAGTTCTGAAAAACCAAGGGTATCAGTTTGTAGGTACCAA
ATGTATATGCTCTGCTCAGCGGCTTTCTACTTTGGCTTTTTGGCAAACATTTTCTTT
GGCTTCTCAGACGAATCAGATATGCCATTCAGCATACTGGATTTTTTTTTCTTTCC
AGTTCACCTCAGTTTCTTTTGTTCTTAATCTTTTACTTTTCGATTTGGAAACAGATG
AGATGCAGAGATGCAAGGCTGTGCAGCAGCAGGGGAGTGCGGGTCGTGCTCACC
GACTTCCACAGGAGCAACCGTACTGACTTCCTGCTCGGCGGGCCCGCCTTCGCGG
GCCTGGCCAAGCCCGGGGTGGCCCACGAGTTGAAGAGGTTGGATGCTCTCTCCGT
AGAGTACAAGAGGTAAACAGCTGGAAACTTTGTATAGAAAAGTGTGCAGATGAA
CAACTAGCAACAGTTCAATCTTAATTTCAGTATTGCAAATTCTCAAAATATTTGAC
ATGGGAGTAACCTGCTGTACATTTCTGAATTGTGAAGTTCACGGTCGAAGTTTAA
GAAAAGTTGAGGTTTAAATCTTTGAATAATTCGTCAGATATGTGAACCTGAATTT
ATAGTTAATTGCAAAAAAAAGATTATGCCTTCTATTTGGGTTTACGGATATTTACA
GTCACAGTGATTTGACATGAGTTGCTACGAGAGGGTCTGCACAATTTTCCTCTAG
GCATTCTGGAATGTAGCACAAGTTAGTTGAAGGGAGATTCATCAAGAAAAAAGT
TCATTTTACTCCCCTCATCTATCAGCTTTGTTCGCTTAACTCCTGAACAAAATTTA
AGCTCACTTTACTCCTCTAAACTAAAAACTATTTTATTTGATCTAATCTATCCCCT

AATTAAATTTCTCCCTAATTAAATTTCTCTTTTTTTTCTCTGCGTGCGTATGGGTTG
AATTTTTAGTTCAAATTTTGTGAGCGATACAAAACATGATATCTTCATGTTAAAAA
ATTATACTAAGAATTTTTTTTGTTTTCATAGGTTAGGAATATTTAATATGAAAATG

ATCTTAGATATATAAAACTATACAAAAAGTAATCATGAACAATTGCTAATGTATT
TTTCTAACGTTTAGTATCGTGTTATAATCCAACTGGCAAAATCTGAAATTAAAACT
CACGTGAAGAAAAAAAGAGAAATATAATTAGGGAGTAGATTGGACAAAATGAA
ATACTTCGAGGGAGTAAAGTGAGCCTAAATTTTGCTTAGGGGTTAAGCGAATAAA
ATAAATAAATTGAGGGGAGTAAAATGGACTTTTTCTTTCATCAAATGCTTTTCATG
GAAATTAAGGACATACAGTGCTAGTATGTAGTATGATTTTTTCATGGAAATCAAG
GGCATACATGTCTCATGCTCGGATCTCTTTGTTGGGTTGCAGAATCCCCTGCGACT
ACAAGGACAAGAACCTGTCCGTACTCGTGGAAGAAGGGAGCAAGAGTCCAAGCA
ACCTGGTCGTCAAGTTCCTGTACCAGGGCGGCCAGACCGACATCCTGGCGGTGGA
CGTGGCTCCGGTGGGGTCGTCGGAGTGGCGGTTCATGACGCGGGTGCACGGGCC



GGTGTGGCGCACGGACCGGGCCCCCGLCCGGCCCGCTGCAGTTCCGGGLCCGTGGTC
ACCGGCGGGTACGACGGCAAGTGGGTGTGGGCCGAGCGGGAGGTGCTCCCGGLG
GGCTGGCGGCCCGGCCAGGTCTACGACACCGGCGTCCGGATCGCCGACGTGGCC
AGGGACGGCTGCCAGCGCTGCGTCGGCGGCGCCGCCTCCGCCGCCGCGCTGGACT
GGAAGTGATCGAGGTTGACGGCTAGCTGCTGGGTAGATATAGTCAAAAAAACAT
GTAGTACATACTAACACCTGTGGTCACTCGCTCGCCGAGAGAGTAAGGAGACAG
CATCAATGGCGCTGGTGGAGAAAGAGCACCGTAGTGCCTCCAGCCGCTTGCTGTC
GAGAGGAGGAAGAAAGAAGACGGCTTCGTCTTGCAGTTTGTACATTACTGAATC
ACATCATGCATGTTCTCTGCGGCGCGTGTGCGTGTGTGCAGGAGGAGACGCATCG
TCGTCAAGGTCTGATGAGCTAGGTAGGTGGATGCAAACAAATGTGGCTGGCTGCC
CGGCAGCTACCCCGGCCTGCTGAACGAATGCTAATGGTTAGAATAATCAATGAGC
ACAGTACAGTGGTGCAGTGGCCATGTTTTTCTTCCCTGAACTTGGCCTGGGTCCTG
GCGTCTTTCAAAGTTCACATGCGGCACCTACCCTGTTGTGCCGTTCATCGAAATCA
GAGTGTACGGGCACATGATGCCGTTCCTTTGATAAATGC



