
IDENTIFICATION 

Species: Panicum hallii 

Locus: Pahal.5G433700 

Gene Model: Pahal.5G433700.1.p 

Description: PhEXPA-16 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1  

KEGG: https://www.genome.jp/entry/T07366  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1
https://www.genome.jp/entry/T07366


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhEXPA-16 

MEKAILLLLLSLCAARLDGAVAQQYWTPATATFYGGSDASGTMGGSCGYGNLYSA

GYGTQTTALSTALYGDGASCGACFLVTCDASRTQYCKPGSPSVTVTATNFCPPNYGD

PSGWCNSPRQHFDMSQPAWETIGVYQAGVVPVNYRRVPCQRSGGVRFGISGHDYFE

LVLVTNVGGAGAVAAAWIKGSSTDWLPMSRNWGANWQSSAYVTGQSLSFKVQTD

DGRSVVAYDVAPANWQFGCTYQASANFY* 

CDS (coding sequence) 

>PhEXPA-16 

ATGGAGAAGGCGATCCTGCTCTTGCTGCTGAGCCTGTGCGCCGCCCGGCTCGACG

GCGCCGTGGCGCAGCAGTACTGGACGCCGGCCACCGCGACGTTCTACGGCGGGA

GCGACGCGTCCGGCACCATGGGCGGGTCGTGCGGGTACGGCAACCTGTACAGCG

CCGGGTACGGGACGCAGACGACGGCGCTGAGCACGGCGCTCTACGGCGACGGCG

CCTCCTGCGGCGCGTGCTTCCTGGTCACCTGCGACGCGTCGCGGACGCAGTACTG

CAAGCCGGGTTCGCCGTCGGTGACCGTGACGGCGACCAACTTCTGCCCGCCCAAC

TACGGCGACCCCAGCGGGTGGTGCAACTCGCCGCGGCAGCACTTCGACATGTCGC

AGCCGGCGTGGGAGACCATCGGCGTGTACCAGGCCGGCGTGGTCCCCGTGAACT

ACCGGCGGGTTCCGTGCCAGCGGTCCGGCGGGGTCAGGTTCGGCATCAGCGGTCA

CGACTACTTCGAGCTCGTGCTGGTCACCAACGTCGGCGGCGCCGGCGCGGTGGCC

GCGGCGTGGATCAAGGGCTCCTCCACGGACTGGCTGCCGATGAGCCGCAACTGG

GGGGCGAACTGGCAGAGCAGCGCCTACGTCACCGGGCAGAGCCTGTCGTTCAAG

GTGCAGACGGACGACGGCAGGTCCGTCGTGGCGTACGACGTGGCGCCGGCGAAC

TGGCAGTTCGGCTGCACCTACCAGGCCTCGGCCAACTTCTACTAG 

Nucleotide 

>PhEXPA-16 

CTCGCACTGCAGCAAGTTGAGAGCCAGCAACTGCAAGCCTAGTGGTGCTCGTCTA

GAGCTGCAAGTACGGGACTGCAAATCCCTAGCAAGATCTATCTATCTATCTATCT

TTATTAGTAGTTGCCTCTGCTAACTCGCTTTGTTGATGCTTTTTAGAAGGATATTCT

ATACAATGGAGTCCCTAGGCTTGCTGGTTCTTGCCATCGCCGCGGTGCTCAAGCT

CGCCGGCGCCGACTCCGGCTGGAACGGCGGCCGCGCCACGTTCTACGGCGGCAA

CGATGCCTCCGGCACCATGGGTGAGCAGACAGATTGCTGCACGGAGATGCAGCT



AAGGAATTGAAGCCTGTTTCAATTCATATATCCGCTCGTTGCATTATTTATGGTGT

TCTTTGTGATCTGCAGGAGGAGCGTGCGGCTACGGCAACTTGTACAGTACGGGGT

ACGGGACGAACACGGCGGCGCTGAGCACCGCGCTGTTCAACAACGGGCGGAGCT

GCGGCGCGTGCTTCGAGATCCGGTGCTCCGGCGGCCGCAGCTGCCTGTCTGGCTC

CGCCGTGGTGACGGCCACCAACTTCTGCCCGCCCAACTATGCGCTCCCCAACAAC

AACGGCGGGTGGTGCAACCCGCCGCAGCCGCACTTCGACCTCGCCGAGCCGGTCT

TCTCCAAGATCGCCCAGGCCAGCGCCGGCGTCGTGCCCGTCCAGTACAGGAGGTT

CGTGCTGGCACTGTCACAGTGACACCGACCACATTTAACCATCTCTCGAACCAAG

CTTGATGGACAAAGCTTGTCATCAGAAACTGATGCATGAACTCTGTGCAGGGTGG

CATGCACCAGGCAGGGCGGCATCCGGTTCACCATCTCCGGCCACTCCTACTTCGT

CCTGGTGCTGATCACGAATGTGGGCGGCGCCGGCGACGTGTCGGCAGTGTCGGTG

AAGGGGTCGCAGAGCGGGTGGCAGTCCATGAGCCACAACTGGGGCGCCAACTGG

CAGAGCAACGCCATGCTCGACCGCCAGGCGCTGTCGTTCAAGGTCACCACCAGCG

ACGGCCGCAGCGTCACGTCCGCCAACGCCGCGCCCAGCGGCTGGAGCTACGGCC

AGACCTACTCTGGCAACCAGTTCTAGCCGCCGGCCACCATTAGCAGCGCAGTGTG

CGTCGCCGGAGGAGGGCTCTGTTTTGAAGCAGCTCGCTCGTGAGCGGCAAAAGGT

CTCCGCTGCGCTGGTCGCGGTGGTTACGGACTTGTGACTTTACGTTTTTCCGCTCG

CAAGGCGTATGCGCCTTCGCCAGCCACCGAAGATGGGGCTCGGGGCGTTTTTAAT

GTGCAGCAGGCGTATGCTTTGCGGGGACGCTTTAATTAGTCAGGGGGTTTTGAGC

TCTGAGGAAAAATAATTAATGGCTGGTGGCTGTGGTGATGAGCAGAAATTAAGC

GGGGCTCGTCACCCGCGCCGTGTACCACGTAACTGCATCTCTGCTTGCTTGAATTA

ATGGATTGTGCTTGGGAGTTTTAGCTTAGTGTAAATTCTCTTGTGTTTGTTTTTTCG

ATAGACATTGTTAATGACGGCATCACACTTCATCTGCTCGTCATTCCAGCTAGTGT

TTCCGGTTAACTTTATTTTAGGTACTAGTGAACGAAAGAAATTAGAGTCATGATG

CACGGCGAGCAAAGGGAAAACATTGGATAGCCAATGAGGCAGTGACTGAGAAA

ACGTGACGATGATCGAATCTGTGTAGTTCAAGAGTTTGATTGT 


