
IDENTIFICATION 

Species: Eucalyptus grandis 

Locus: Eucgr.A01806 

Gene Model: Eucgr.A01806.1.p 

Description: EgrEXPB-01 

Family: Beta Expansin  

3D structure:  

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Egrandis_v2_0  

KEGG: https://www.genome.jp/entry/T03547  

EXTERNAL RESOURCES 

https://eucgenie.org/  

https://phytozome-next.jgi.doe.gov/info/Egrandis_v2_0
https://www.genome.jp/entry/T03547
https://eucgenie.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>EgrEXPB-01 

MQQRRRGSPSSSSSTAALLLGRLWLLLVLGAATTSASAQVKKRVPNARWKPATATW

YGSPDGDGSDGGACGYGSMVDVRPLRARVGAVSPVLFKNGEGCGACYKVKCLDRG

ICSRRAVTIIVTDECPGGYCSGGNTHFDLSGAAFGRMAIAGEAGPLRNRGVLPVQYRR

TPCKYPGKNIAFHVNEGSTDYWLSLLVVFEDGDGDVGSMHIRPASSSEWIEMKHLW

GANWCIIGGPLQGPFSVKLTSLSTNRTLSARDVIPGNWSPKATYTSRLNFF* 

CDS (coding sequence) 

>EgrEXPB-01 

ATGCAGCAGCGCCGCCGCGGCTCCCCCTCCTCCTCCTCCTCCACCGCCGCCCTGCT

CCTCGGCCGGCTCTGGCTCCTGCTGGTGCTGGGGGCGGCGACGACGAGTGCGTCC

GCGCAGGTGAAGAAGCGAGTGCCCAACGCGCGGTGGAAGCCCGCCACGGCCACC

TGGTACGGCAGCCCCGACGGCGACGGCAGCGATGGTGGGGCGTGCGGGTACGGG

TCGATGGTGGACGTGAGGCCGCTGCGGGCCCGGGTCGGGGCGGTGAGCCCGGTG

CTGTTCAAGAACGGCGAGGGCTGCGGGGCGTGCTACAAGGTGAAGTGCCTGGAC

CGGGGCATCTGCTCCCGGAGGGCCGTCACCATCATCGTCACCGACGAGTGCCCCG

GCGGGTACTGCTCCGGAGGGAACACCCACTTCGACCTCAGCGGCGCCGCCTTCGG

CCGCATGGCGATCGCCGGTGAGGCCGGCCCGCTCCGCAACCGGGGCGTCCTCCCC

GTCCAGTACCGGAGGACGCCGTGCAAGTATCCAGGCAAGAACATAGCCTTCCAC

GTGAATGAGGGGTCCACGGACTACTGGCTCTCGCTCTTGGTCGTATTCGAGGATG

GAGATGGCGACGTGGGTTCCATGCACATTAGGCCCGCGAGTTCGAGCGAGTGGA

TAGAGATGAAGCACTTGTGGGGGGCGAACTGGTGCATCATCGGGGGTCCTCTGCA

AGGCCCCTTCTCGGTGAAGCTGACCTCATTGTCGACCAACAGAACGCTCTCGGCC

AGAGACGTGATCCCGGGGAACTGGTCTCCCAAAGCCACTTACACTTCTCGCCTCA

ATTTCTTCTAA 

Nucleotide 

>EgrEXPB-01 

CGACTGCAGCGCTACAGAGCAGCCTACAGAGCTACGCGCCCTCGCTGTAAAAAG

TGTCGGCGAGCGCCTTTTCGAGGCTTCTCTTCCTCCCTTTGCCCCCCCCGTCCTTCC

TCTCTTAACCGTCCCTCGGTTTCTCCGCCGCGACCTTGTGGCGGGAACAATGCAGC

AGCGCCGCCGCGGCTCCCCCTCCTCCTCCTCCTCCACCGCCGCCCTGCTCCTCGGC



CGGCTCTGGCTCCTGCTGGTGCTGGGGGCGGCGACGACGAGTGCGTCCGCGCAGG

TGAAGAAGCGAGTGCCCAACGCGCGGTGGAAGCCCGCCACGGCCACCTGGTACG

GCAGCCCCGACGGCGACGGCAGCGATGGTAAGTTCGCCCGCTCCGACCCTAGGT

GTAAGCTACATTGTTCGGATCTGTTGATAATCGTTGAGAATTCTCAAGGCTTGTTG

CGTTGGAACTGTGTTCTGTATGCGAGTCGTCTCTGAATGTCGTCTAGAGCTAACTG

GGTAAATGAAAAGGGCTGTGCATTACGGGGGGATTCATTTATTGTTAGGCTTCAC

TTCGCACTTTGCATGTAAGCTGAAAATGCGCCATGAAGACTCGGCGAGTCTGCAG

AGTCAAAGCTCCCCTCGAGAACATGCTAATGGCTTGTTGGACATTCTATGGGTTG

AAAATGAGTGCAATGTAGAGAGAGAAGACGGTAAATAAGAAAACGTAGACATCT

CTCTCTGTCTCTCTGCCTCTGTCTCTGTCTCTCTCCTTTTTTTACATGCAACAATAT

GTAAGACAGCGACGACTGCAACTCCATTCGACAGCGACTGCTAATACGTATAACC

CTATTGAAATCTCGGTAGTTTACCGAAGTATGTTTCCCGCGGGGGGTGTAATCAT

GAAAGTCAAGTGAATGCATCCACTGAAACTCTAAAAATTTGCAGGTGGGGCGTG

CGGGTACGGGTCGATGGTGGACGTGAGGCCGCTGCGGGCCCGGGTCGGGGCGGT

GAGCCCGGTGCTGTTCAAGAACGGCGAGGGCTGCGGGGCGTGCTACAAGGTGAA

GTGCCTGGACCGGGGCATCTGCTCCCGGAGGGCCGTCACCATCATCGTCACCGAC

GAGTGCCCCGGCGGGTACTGCTCCGGAGGGAACACCCACTTCGACCTCAGCGGC

GCCGCCTTCGGCCGCATGGCGATCGCCGGTGAGGCCGGCCCGCTCCGCAACCGGG

GCGTCCTCCCCGTCCAGTACCGGAGGTAAGGCCAAAGCTGGTTCGCACTTTTTTG

ACTCTGCGGAGACAGAGTCTCGCGCTGTCTCTGCCTCTGCCTTTTACTTTTCAACG

GTCGCGTTGTGGGGATCGAGGGTACTGCGGTCCTCGCGAAATTGAGTAAAAAATG

TTGCAGGCTTTTTTAGGACACTTGTTTAAAGAGTTCTTGCAGATAACTCGGAAGC

AATTAAAAGCGACAACGTGAATGCAATGACTTTTTTAACTTTGGCAATCGGACAT

TGGGTATGCATGTTTTAGTAAAAATGGGGCTTGGGGCTACCCCTAATTCCCTAGTT

AGAATCTTGTTTTTGGTCAAACGTCATGTGATGAAGAAGAGACCCCCCCCTCTCT

CTCTCTCTTTTGTGGGTTAACAAGGCGTTGGTTTAATTATGATATTTTGGGATTGC

AGGACGCCGTGCAAGTATCCAGGCAAGAACATAGCCTTCCACGTGAATGAGGGG

TCCACGGACTACTGGCTCTCGCTCTTGGTCGTATTCGAGGATGGAGATGGCGACG

TGGGTTCCATGCACATTAGGCCCGTAAGTCTCTCTCTCTCTCGCTTCTGCCCTTGC

CCTTATTTTGGTTCTTCAGAAATTATAGGGGAAAAACTAAAGAGTGAACTGTGGT

GAAAGCACTAAAGTTCAATTTTTTTCCCTCTCGATTCATTCTTTTCTGTGTCCTTAT

TAAATTTCGCCACCACGACTTTTGGGGTCCCATGGAATTCACAAATGGCGCCTAA

CTTTAGCTATGCGCGCTCCTGTGGAAAAAGTGCCGCGTCTTCCGCTTTAATTAACT

TTAAAAAGGGGGATCTTATAAACGTGCTAAGAAAAGGGTCACACCAGAGAGCAC

ATGATGTACTTTGGAAAGTCCATGTTATTCGAATCTTTTGTTGAAATCTTGTGCAC

TCCTCACTGTAGTCCCTCAACTTGTGCACTCGTAATGGTGTGGTGACTGTCTATAT

CGTCGCTGAAACTGGTGTTTGTGAATGGGCAGGCGAGTTCGAGCGAGTGGATAG

AGATGAAGCACTTGTGGGGGGCGAACTGGTGCATCATCGGGGGTCCTCTGCAAG

GCCCCTTCTCGGTGAAGCTGACCTCATTGTCGACCAACAGAACGCTCTCGGCCAG

AGACGTGATCCCGGGGAACTGGTCTCCCAAAGCCACTTACACTTCTCGCCTCAAT

TTCTTCTAAATCCCATTCATCCGCCATAAGCATCCCCTCTACTCGGCATCACATCA

CAAAGGAGCTTTCGTCGGTGCTTTTTGGAAGAAAAGTAGCCAGTGGGAGCTGCAT

AATTGATCGGCATCCCATGCTCTTTCTTCTTCTCCTTATGCTTATTTTCGATCTTGA

TTTGTACTTTTTTTCCTCATGTGGGTTTTCTTTGTAGGCAATGTGTGTGGGGGTGCA

AGTGTTTGTGTTGGTGTTTGTGTTGTGTAGTTGATGTAGCCCTCTCCAAAGGGAGA

GAGAGCGTGCATAGGCTTTGCAATAGAATGTGTGTAGATTGGGTTGGTGCGGGGT

TAACGAGATTGTTGTGGGCCATTTGTCTTGTCTTGTCATGATGACTTTGGACCGCT

CGAATTGAAATCTTGCTGGTCGATCCATGTGAGGGGAGACAAAGGTCAGGACTTG

TGGCCCTGTGGGGACCCTTGTGAGTTTGTTTCTTCCGTTGATGAAGTAGAAGCTGA



AATTTAATTGTCGAGTTACTTGCAGAATCGGAGTGATGCATTTCGTGGCTATCTAC

GTAAATTGACCGGTTGACGTCA 




