IDENTIFICATION

Species: Theobroma cacao

Locus: Thecc.10G181900

Gene Model: Thecc.10G181900.1.p
Description: TCEXPA-19

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Tcacao_v2_1
KEGG: https://www.genome.jp/entry/gn:T02994

EXTERNAL RESOURCES
https://www.cacaogenomedb.org/
https://cocoa-genome-hub.southgreen.fr/node/4
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Query seq. i
Superfanilies PLNO00S0

+ Name Accession Description Interval E-value
[+] PLN0O0050 super family ci31535 expansin A; Provisiona 13331 801e-133
SEQUENCES

Peptide

>TcEXPA-19

MKSVFVVLPFSHQREDCLLVSSFSSRPHRTAPRPFPFISY INPFSHPYVHKHQALNTPSL
LITLSLSLTSQVLQLIFTMAKAGLSAASLLLFLFNFCLRGAYGDYGGGWEGGHATFY
GGGDASGTMGGACGYGNLYSQGYGTNTAALSTALFNNGLSCGSCYEMRCDNDPK
WCLAGSIIVTATNFCPPNNALSNDNGGWCNPPLQHFDLAEPAFLQIAQYRAGIVPISFR
RVPCTKKGGIRFTINGHSYFNLVLITNVGGAGDVHAVSIKGSNTGWQPMSRNWGON
WQSNSYLNGQSLSFQVTTSDGRTVTSYNVVPGSWQFGQTFEGGQF*

CDS (coding sequence)
>TcEXPA-19

ATGAAATCCGTTTTCGTGGTATTGCCTTTCTCTCATCAACGTGAGGATTGCTTGCT
TGTCTCTTCCTTCTCTTCACGTCCACATCGCACCGCCCCCAGACCTTTTCCATTTAT
TTCCTATATAAACCCCTTCTCCCATCCCTATGTTCACAAGCATCAAGCACTAAACA
CACCAAGCCTTTTAATTACCCTCTCTCTCTCTCTCACCTCTCAAGTACTCCAGCTA
ATATTCACAATGGCAAAAGCAGGATTGTCTGCAGCTTCTCTTCTGCTCTTTCTCTT
CAATTTTTGCCTGCGAGGGGCCTATGGTGACTACGGGGGAGGATGGGAAGGTGG
TCATGCTACATTCTATGGTGGTGGTGATGCATCTGGCACAATGGGAGGTGCTTGT
GGATATGGCAACTTATACAGCCAAGGCTATGGGACTAACACTGCAGCACTTAGCA
CTGCCTTGTTCAACAATGGATTAAGCTGCGGTTCTTGCTATGAAATGAGATGTGA
CAATGACCCCAAATGGTGCCTGGCCGGATCCATTATCGTCACTGCAACAAACTTC
TGCCCCCCTAACAATGCTTTGTCCAATGACAATGGTGGCTGGTGCAACCCTCCCCT
CCAGCACTTTGACTTGGCAGAGCCTGCCTTCCTGCAGATTGCTCAATACCGCGCT
GGAATCGTCCCCATTTCATTCAGAAGAGTCCCCTGTACGAAGAAAGGAGGAATCA
GGTTCACCATTAACGGTCACTCTTACTTCAACTTGGTCTTGATCACAAATGTTGGT
GGTGCTGGAGATGTCCATGCAGTGTCAATCAAGGGCTCTAACACAGGATGGCAA
CCAATGTCAAGGAACTGGGGCCAAAACTGGCAGAGCAACTCCTACCTCAACGGC
CAAAGCCTCTCCTTCCAGGTCACCACAAGCGATGGCCGGACCGTGACCAGCTACA
ACGTGGTGCCAGGAAGTTGGCAGTTCGGCCAAACATTTGAGGGTGGTCAGTTTTA
A




Nucleotide
>TcEXPA-19

ATAAGATAAGAAAACATTGATAAATGCATGTGCAGGTGGGGGCCATGCGGCATA
GCGGTTGGTAGTCTAACCGGAACATTTGCATGTGCAGGCTTTGATCCTTGTAAAT
GACCTGAAAATATGAAATCCGTTTTCGTGGTATTGCCTTTCTCTCATCAACGTGAG
GATTGCTTGCTTGTCTCTTCCTTCTCTTCACGTCCACATCGCACCGCCCCCAGACC
[TTTCCATTTATTTCCTATATAAACCCCTTCTCCCATCCCTATGTTCACAAGCATCA
AGCACTAAACACACCAAGCCTTTTAATTACCCTCTCTCTCTCTCTCACCTCTCAAG
TACTCCAGCTAATATTCACAATGGCAAAAGCAGGATTGTCTGCAGCTTCTCTTCTG
CTCTTTCTCTTCAATTTTTGCCTGCGAGGGGCCTATGGTGACTACGGGGGAGGATG
GGAAGGTGGTCATGCTACATTCTATGGTGGTGGTGATGCATCTGGCACAATGGGT
AAGTTTAGGGGACTTTGTCATTCTAGCAAAAAGGAATAAAAGCAAAACAAAGAA
ACAAAAACCCTTAAAAAGTGTGGGGTAATTAAAAAGTTGAAGCAATGCTGTAAC
AACTTGCTGCTTCAGGCCTTTTTGTGTACTTCCAAAATAATTGCACATGGTAACTT
TATATGGTCTATAACTTTTTTAAGTTTACTTACATCCACTGCTTCTATTTCAGGAG
GTGCTTGTGGATATGGCAACTTATACAGCCAAGGCTATGGGACTAACACTGCAGC
ACTTAGCACTGCCTTGTTCAACAATGGATTAAGCTGCGGTTCTTGCTATGAAATG
AGATGTGACAATGACCCCAAATGGTGCCTGGCCGGATCCATTATCGTCACTGCAA
CAAACTTCTGCCCCCCTAACAATGCTTTGTCCAATGACAATGGTGGCTGGTGCAA
CCCTCCCCTCCAGCACTTTGACTTGGCAGAGCCTGCCTTCCTGCAGATTGCTCAAT
ACCGCGCTGGAATCGTCCCCATTTCATTCAGAAGGTAATGATTCCAGCACCCTTT
ATGATCAAAGCTTAGTTAAACTAGTTTCCGAGCTCATCTCAATAACATATTTTCCA
TGTTGGTCTGAACAGAGTCCCCTGTACGAAGAAAGGAGGAATCAGGTTCACCATT
AACGGTCACTCTTACTTCAACTTGGTCTTGATCACAAATGTTGGTGGTGCTGGAG
ATGTCCATGCAGTGTCAATCAAGGGCTCTAACACAGGATGGCAACCAATGTCAAG
GAACTGGGGCCAAAACTGGCAGAGCAACTCCTACCTCAACGGCCAAAGCCTCTC
CTTCCAGGTCACCACAAGCGATGGCCGGACCGTGACCAGCTACAACGTGGTGCCA
GGAAGTTGGCAGTTCGGCCAAACATTTGAGGGTGGTCAGTTTTAAGAGTTTCCAG
GACAAAAGAATGTCCTGGAAAATGGAAGTATGTGTATCTATTGTGCCACTGTTTG
AGAAAGGGGAAGGAACAAGGGGGAGAGTATAGAGTAGGAGAGGCTCAGTCCCA
TGTGGCTGTCTATTGCTGTGGTGGTTCATTGGCACCCGCTAGGCCTTCTTTATATA
TTTTCATTCATCAAAAGGGTTGTGAGCTTTACAGTTTTTTCTCTTTAAAAGTAAAC
AGGGGATATTCCATAGTCTGGCTTCTGTCTAATTCATAGCCATTAATGAATATCAA
TTCAAGATTTCTTTACTTAATTCCAACTTGACTTTCTTTGATTCTAGATC






