IDENTIFICATION

Species: Anacardium occidentale
Locus: Anaoc.0004s1485

Gene Model: Anaoc.0004s1485.1.p
Description: AocEXPA-10
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Aoccidentale_ v0_9
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Aoccidentale_v0_9
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Query seq.

Superfanilies PLN000S0

+ Name Accession Description Interval E-value
[+] PLNO0050 super family 31535 expansin A Provisional 25-249 363e-133
SEQUENCES

Peptide

>A0cEXPA-10

MAPQAFFLSILLFIVNFHHTTANYSDWQSGHATFYGGRDASGTMGGACGYGNLFSQ
GYGTSTAALSTALFNNGLSCGACFELSCNNDPKWCLPGSIIVTATNFCPPNFALPNDD
GGWCNPPLQHFDLAEPAFLKIAQYRAGIVPVSFRRVPCMRKGGVRFTINGHSYFNLV
LITNVGGAGDVRSVSIKGSRTGWQAMSRNWGQNWLSNSYLNGQSLSFQVTTSDGKT
ITSDNVAPSNWKFGQTFEGGQF*

CDS (coding sequence)
>A0cEXPA-10

ATGGCGCCTCAAGCCTTCTTCCTCTCTATTCTTCTCTTCATTGTCAACTTCCACCAC
ACCACTGCCAATTACAGCGACTGGCAAAGCGGACACGCTACCTTCTATGGCGGCC
GTGACGCATCTGGCACAATGGGAGGAGCATGTGGATATGGGAATTTATTCAGTCA
AGGATATGGAACAAGCACTGCAGCACTAAGCACAGCGTTGTTCAATAATGGGTT
GAGTTGTGGAGCTTGTTTTGAACTGAGTTGTAATAATGATCCGAAATGGTGCCTT
CCTGGTTCAATTATTGTGACTGCTACAAACTTTTGCCCACCTAACTTTGCTTTGCC
TAATGACGATGGCGGGTGGTGCAATCCACCTCTCCAACACTTCGACTTGGCTGAG
CCTGCTTTCTTGAAAATTGCACAATACCGCGCTGGAATAGTGCCTGTGTCATTTAG
AAGGGTTCCTTGCATGAGGAAAGGAGGAGTAAGATTTACAATAAATGGACACTC
ATATTTCAACTTGGTTTTGATCACAAACGTTGGTGGAGCCGGAGACGTTCGATCA
GTTTCAATCAAAGGGTCTAGAACTGGGTGGCAAGCCATGTCAAGAAACTGGGGC
CAAAACTGGCTGAGTAATTCATATCTCAATGGACAAAGCCTCTCCTTTCAAGTCA
CCACCAGTGACGGTAAAACTATCACTAGTGACAACGTGGCACCAAGTAATTGGA
AGTTTGGACAAACCTTTGAAGGGGGTCAATTTTAA

Nucleotide
>A0cEXPA-10

CAAGAATTAATAGGCATGAAAATCAAACAAATAACAACAAAGAGCATATGTTAT
TTTATTTAAGTTGTAACAACCTGTGGAGAAATAGATGTGGAGATCCTTTGTCCACT
TAGTCAGTTGGCAGCCCTAACAAGAACAAGTGCATGTGCACTCGCGAGTTTCTCA
ATCTATACGTGGCCTTGGCCGCCTCTTCTCTACTGTTTCCTTTGCCAATAAATACA
CGCTCTGTAATCCACCATTTCATAACACAAACTAATTTAATTGCATCAACTCTCAA
AAATACCAGTTCAATGGCGCCTCAAGCCTTCTTCCTCTCTATTCTTCTCTTCATTGT



CAACTTCCACCACACCACTGCCAATTACAGCGACTGGCAAAGCGGACACGCTACC
TTCTATGGCGGCCGTGACGCATCTGGCACAATGGGTAAGTATATGTTACCTCATT
CTATTCTGCTGTGAACATTTTAGAATAATATATAAATATGGGGTTAATTAGTTATA
CTAGATGCCCAGGAGGAGCATGTGGATATGGGAATTTATTCAGTCAAGGATATGG
AACAAGCACTGCAGCACTAAGCACAGCGTTGTTCAATAATGGGTTGAGTTGTGGA
GCTTGTTTTGAACTGAGTTGTAATAATGATCCGAAATGGTGCCTTCCTGGTTCAAT
TATTGTGACTGCTACAAACTTTTGCCCACCTAACTTTGCTTTGCCTAATGACGATG
GCGGGTGGTGCAATCCACCTCTCCAACACTTCGACTTGGCTGAGCCTGCTTTCTTG
AAAATTGCACAATACCGCGCTGGAATAGTGCCTGTGTCATTTAGAAGGTATATGT
AGTCCCAATTTTGTTGAATGATCTAGTCTCTGGTTTTTTTTCTCACAAAACCTGCT
GCTGGAGCCCCATGGGCACCTGCATGGCCTTTCCAGGGTCCGCAGGAGTCTCAGT
TTTAAAGCTGTTCGTTTATCTTCTAAAATTGTGAAATCGTGTTGGTGTTCGCAGGG
TTCCTTGCATGAGGAAAGGAGGAGTAAGATTTACAATAAATGGACACTCATATTT
CAACTTGGTTTTGATCACAAACGTTGGTGGAGCCGGAGACGTTCGATCAGTTTCA
ATCAAAGGGTCTAGAACTGGGTGGCAAGCCATGTCAAGAAACTGGGGCCAAAAC
TGGCTGAGTAATTCATATCTCAATGGACAAAGCCTCTCCTTTCAAGTCACCACCA
GTGACGGTAAAACTATCACTAGTGACAACGTGGCACCAAGTAATTGGAAGTTTGG
ACAAACCTTTGAAGGGGGTCAATTTTAATATATTTTCTTGCGTTATCCAATTAATT
AAGATTTAGCAATAGTTGTATCTTTATGTAATTTGGTTCTTACGAATGAGTTCGTA
AGATCTTATAAAATATGTGAAGTGAAAGGGTGGAAATGCTGAGGTGCTAAAATA
AGAGCACCCGCTCACGTAGCTTTAAGAGATATATTATCATGGCTGTCGTTTCAAT
ATGCTATCATCTCTCATGAAAATGCTTGATTTTTACACAAGAAAATAGCAGTATG
ACTGTCATTTTTCAACTTGATCTATATCTGTCTATACCCAAGAAAATAGATATGTG
GATAATATTCTGGTTTCACAGCTTGAGCCCAAAGAAGCGTTACCCGATTGCGAAA
TGTATCATGACATATATTTGGCATTATGGACTCTTAATTAAGGCCAACTACCATGT
CATGTCAAATTCACCAAATTGTCTACTAGATTGGATTGATGGTTTATGTGTGCTGG
TAACGTTAGATTGAAGTGATGGCTTGATGGTGGCAAAGAGCCTTTTTTTTTGCGTT
GAAGATTTCTTTATAAATTGACATTTTATTTGAGAAAACTTGGAAGGGAGAAAAT
GTATGAAACCAAACGAGGCAGTTGGCGT





