
IDENTIFICATION 

Species: Setaria italica 

Locus: Seita.4G213300 

Gene Model: Seita.4G213300.1.p 

Description: SitEXPA-11 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2  

KEGG: https://www.genome.jp/entry/gn:T02818  
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GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

 

SEQUENCES 

Peptide 

>SitEXPA-11 

MVRSLPLFLLLLLLLSGAGIGGGVRLGNGGYEDWRLGTATYVKEFQSHPLNDGGGA

CGYGDLDIFRYGRYTAGLSAALFGRGGACGGCYELRCVNDIRGCLRASPTVVVTAT

DFCPANMGLADEAGGWCNFPREHLELSEAAFLRVAKAKASIVPVQFRRVSCDRAGG

MRFTITGSAHFLQVLITNVAADGEVAAVKVKGSRTGWIPMGRNWGQNWQCDADLR

GQPLSFEVTGGRGRTVTAYSVAPADWMFAQTFEGKQFVE* 

CDS (coding sequence) 

>SitEXPA-11 

ATGGTGAGGTCGCTGCCTCTGTTCTTGCTGCTTCTGCTGCTGCTCTCCGGAGCCGG

CATCGGCGGCGGCGTACGGCTCGGCAATGGCGGCTACGAGGACTGGAGGCTCGG

CACCGCCACCTACGTCAAGGAGTTCCAGTCGCACCCGCTCAACGACGGTGGCGGC

GCCTGCGGGTACGGCGACCTGGACATCTTCAGGTACGGGCGCTACACGGCGGGG

CTGAGCGCGGCGCTGTTCGGGCGCGGCGGCGCGTGCGGCGGCTGCTACGAGCTCC

GGTGCGTCAACGACATCCGGGGGTGCCTCCGGGCCAGCCCCACGGTGGTGGTGA

CGGCGACGGACTTCTGCCCGGCCAACATGGGCCTCGCCGACGAGGCCGGCGGCT

GGTGCAACTTCCCCCGGGAGCACCTCGAGCTGTCGGAGGCCGCGTTCCTCCGCGT

CGCCAAGGCCAAGGCCAGCATCGTTCCGGTGCAGTTCCGGAGGGTGAGCTGCGA

CAGGGCGGGCGGCATGCGGTTCACGATCACCGGCAGCGCGCACTTCCTGCAGGT

GCTGATCACCAACGTGGCGGCCGACGGCGAGGTGGCCGCCGTGAAGGTGAAGGG

GTCGCGGACGGGGTGGATCCCGATGGGGCGGAACTGGGGCCAGAACTGGCAGTG

CGACGCCGACCTCCGTGGCCAGCCGCTGTCGTTCGAGGTCACCGGCGGCAGGGGC

CGGACGGTCACCGCGTACAGCGTCGCGCCGGCGGACTGGATGTTCGCGCAGACG

TTCGAAGGCAAGCAGTTCGTCGAGTAG 

Nucleotide 

>SitEXPA-11 

CGTTCCAACGAGAGCCCTCCCTCACACTCTCCTCTGCAACTGCACGCGTAGCCGC

TGAAAACCTGAAACACAAGTGAAAATGCCACAGGAAAACGAGAGTCTGAACATT

GCAATCCCCGATTTGATGATGAACTGAAATAATGAATCAATCAGCGATTCAGCGA

GGTGCCGCTTTGGGAAATGGCATGTTTGGGGAGGACGCCGGTGCTAAAAGACATT



CTCCTCGGTCAGTCCTCGTCTTCTCGCGGGGCAGGCCCTCAAAAGGGCGGCCTGC

TGCCTCTGAAGTCTGACCCCACTCCTGCGAATCCCAATAAAGCCTGTGCAGAAAG

GAAGCGGGCAAAAGCAGCCTCGCCTTCGGCCTTCCCCTTCTACTGTTCTACACTA

CCCGCCGGTCCTCCCCTGATGCCCCCCGCTCTGTCACCTTTGACTCCCCCATTCCG

GTCTCCTCAGTCCCCTCCTCCCACCGCAGTCCACAGCTCAAGCACTGCACATTTCA

GTTCAGATAGTCCAAGAACAGCACCAAGAGAGGCTCTTCTCCCTCGCCATTGCTC

GTCTTGCGTCGTCTAGGAGAGCTGGGAGGAGGAACGCAGGTGGCATGGTGAGGT

CGCTGCCTCTGTTCTTGCTGCTTCTGCTGCTGCTCTCCGGAGCCGGCATCGGCGGC

GGCGTACGGCTCGGCAATGGCGGCTACGAGGACTGGAGGCTCGGCACCGCCACC

TACGTCAAGGAGTTCCAGTCGCACCCGCTCAACGACGGTACGCGCCTCTTGCGTT

TCCTTAGCATAGTAACCGTAGCAGTAGCATCAGGAAATCAGCAATGTTGACAGTC

AGTTCGTACCCTTCTGCCCCTGGCGCCCTTTGTGCATTTCTGTGGAACGGGCAAAT

GCTTCGCCCCTTTTTCTTTGTCCCTTGAAAAGAATGGCGAAGGTGAATGCCATCTG

CTAACACGAATCGATGGGCAAGGAGACAGTGTGTAGTCCTGTACAGATCCCGGCT

AGTTGGCGATCAAATGGTACCGAGAAGTTGCAGTCTAGCAGAAGGGTGATAGAT

TTAGCCAGGTTCCCTCCCCTTTCTTGAGAAAGATTTGAGTGATTCTTGGGGCTGGA

CATGGACATTCCAAGCATGTTCATGGAGTAGCAGATGATAGCAGCATTGTCTCGA

TTCGTGAAAGGTACTCCAGAAAAAAAAAACATTTTTTTCAGGAGGGTCGATGGTA

GTGCACTAGTGCTGTCCTTGACAGCCAAAAGAAAATGGGTAATGCAATGGAGTA

CAATTCCGGCGCTAAATGGGCTTTAAATTTTGTGATCTTCTCCTTTTGAGAAAGTT

GTAGCTGGGGCACATTGAATGGGTGCTTTGACAAAATTCTAATTTATGAGAGGCA

AGCAAGTACTGCTAGTACAGTGTAAGATTTTTCCTTACTGTTACCCTGTTACTGTT

TATACAGCTCATGGTGGGTGCTTGCGTAGAGTAATGTCTATCATGACCGTAGAAA

GCTAGAAACAACATTTTGGCAGACAATCCATTCATTGCAACTGTACTTCAGTTCCT

CTTGAATTGATACAGGCTAAACGCCTGTTTGGAACTTCCTAATCCGCAGCAATTTC

GTTTCAAGCATTTCAGTTCTCAAAAAATTGAGAACATTATTCAGTGTTTTTAAAAG

CTTCTTCTTTTTTTTAAATGAAAACCGCTGCTTATTGCAGGTTTGTAGTGTCTGATG

TCAGATGCAATGGTTCCTGCAGGTGGCGGCGCCTGCGGGTACGGCGACCTGGACA

TCTTCAGGTACGGGCGCTACACGGCGGGGCTGAGCGCGGCGCTGTTCGGGCGCG

GCGGCGCGTGCGGCGGCTGCTACGAGCTCCGGTGCGTCAACGACATCCGGGGGT

GCCTCCGGGCCAGCCCCACGGTGGTGGTGACGGCGACGGACTTCTGCCCGGCCAA

CATGGGCCTCGCCGACGAGGCCGGCGGCTGGTGCAACTTCCCCCGGGAGCACCTC

GAGCTGTCGGAGGCCGCGTTCCTCCGCGTCGCCAAGGCCAAGGCCAGCATCGTTC

CGGTGCAGTTCCGGAGGTACCTTACATGCCTGATCTTGAAATGCTCGCTATTTCAA

TTTCATTCTCCAATGTTCATATTTTTTACAAGAACACTCTGAAGAACCACGCATCA

GAATTGTGTTACCAATACTTATTAATAGGAGAAAACAAACAAGTTTCGAGAAGA

AGCATTGAACTGCTCGCTGCTCATTGGTGTGTCCCGGCAAATTAACTTCAACTTGC

ATAATGAATAATGAACATGCAGAGCCATGGCACATGGCTCGCTATCATTCTTGAG

CTGTGCATTCAGTGTGTTTTTTAAGCCTGCGGCTGCACTGCCTTTTGCGAAAGCCC

AGAATGATGTTGGATGATTAGAAATGGATCGTAGAATATGCGATGGATGTCCGA

AGCCGCTTTGGAATGCTGACTAGTGAATAGGGAAGCATCAGCTTTCAGTCAGTGC

ACCCTTTTTGTTTTCAAATTTGACTTGTGTCATTCATTATGAGCACCCTCCCCGTTT

TCAGACAAATGCTATGAGTGTGTTCCAACTGCGGCAAGAGTATACTGCAAGTATC

CTTTTTGTCCCAGGACACGGAATTAAGTTATCCTGCCATTAGCACCAACTGATAA

CCTTCTTTCTTTTCACCTACTCATCACTTTCAAAAGTGGCAATGCCACTATGATCG

CCATCATAAACAAATGGAGCTGTTCTTCTTCACTTTCTTTTTTTTCTTGAATATATG

ATGCAACTGAGCAGTTGGTGAATGCGTGGTGATGCAGGGTGAGCTGCGACAGGG



CGGGCGGCATGCGGTTCACGATCACCGGCAGCGCGCACTTCCTGCAGGTGCTGAT

CACCAACGTGGCGGCCGACGGCGAGGTGGCCGCCGTGAAGGTGAAGGGGTCGCG

GACGGGGTGGATCCCGATGGGGCGGAACTGGGGCCAGAACTGGCAGTGCGACGC

CGACCTCCGTGGCCAGCCGCTGTCGTTCGAGGTCACCGGCGGCAGGGGCCGGAC

GGTCACCGCGTACAGCGTCGCGCCGGCGGACTGGATGTTCGCGCAGACGTTCGAA

GGCAAGCAGTTCGTCGAGTAGCAGATGCTGCCGGAAAACCGTGCTCCGGCGGTG

ATTTGTAAGTATAGAATTATACGGGTGGGTTCTTGCTGGATTTCATGTTGGGAGTT

TGTGACCCAAGAAGATGAAATGTATTGGATGGCAAGAGAATTCCGATGTCATCAT

ATAATCTTTTGAAGCTTTGTTTTTAAGAAAGGTGATAATCCGAATATGTGCATTAA

GAAAAAGACATCACACCGTGCAAACAAGCAT 


