IDENTIFICATION

Species: Setaria italica

Locus: Seita.9G325900

Gene Model: Seita.9G325900.1.p
Description: SitEXPB-20
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818

EXTERNAL RESOURCES
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Query seq.

binding site 4 )
Specific hits Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits .
Name Accession Description Interval E-value
[+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 56-177 7.66e-77
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, Pll and Plil from Lolium perenne. 186-266 9.32e-20
Peptide

>SitEXPB-20

MGVPSSLPSAAAAALVLLALLAGGHCREAQLDTGDLDAAGTENYNASDAAVYWGP
WQKARATWYGQPNGAGPDDNGGACGFKHTNQYPFMSMGSCGNQPLFKDGKGCGS
CYKIRCTKDKSCSGKAETVIITDMNYYPVSKYHFDLSGTAFGRLAKPGLNDKLRHSGI
IDIEFTRVPCEFPGLKIGFHVEEYSNPVYFAVLVEYEDGDGDVVQVDLMESKTAHGPP
TGRWTPMRESWGNVWRMDTNHRMQAPFSIRIRNESGKTLVAHNVIPANWRPNTFY
RSFVQYS*

CDS (coding sequence)
>SItEXPB-20

ATGGGAGTCCCCTCCTCCCTCCCCTCCGCCGCCGCGGCGGCGCTCGTGLCTCCTGGL
CCTCCTCGCCGGCGGGCACTGCCGCGAGGCCCAGCTCGACACCGGCGACCTCGAC
GCGGCCGGCACCGAGAACTACAACGCCAGCGACGCCGLCCGTGTACTGGGGLCCCC
TGGCAGAAGGCCCGGGCCACCTGGTACGGTCAGCCCAACGGCGCAGGCCCCGAC
GACAACGGTGGTGCGTGCGGCTTCAAGCACACCAACCAGTACCCGTTCATGTCTA
TGGGCTCCTGCGGCAACCAGCCATTGTTCAAGGACGGCAAGGGCTGCGGCTCCTG
CTACAAGATTCGTTGCACCAAGGACAAGTCCTGCTCCGGCAAGGCGGAAACGGT
GATCATCACCGACATGAACTACTACCCGGTGTCCAAGTACCACTTCGACCTCAGC
GGCACGGCGTTCGGCAGGCTCGCCAAGCCCGGCCTCAACGACAAGCTCCGCCACT
CCGGCATCATCGACATCGAGTTCACCAGGGTGCCGTGCGAGTTCCCGGGCCTCAA
GATCGGGTTCCACGTGGAGGAGTACTCGAACCCCGTCTACTTCGCGGTACTCGTC
GAATACGAGGACGGCGACGGCGACGTGGTGCAGGTGGACCTCATGGAGTCGAAG
ACGGCGCACGGCCCGCCGACGGGGCGGTGGACGCCGATGCGCGAGTCCTGGGGC
AACGTCTGGCGCATGGACACCAACCACCGCATGCAGGCGCCCTTCTCGATCCGCA
TCCGCAACGAGTCCGGCAAGACGCTCGTCGCCCACAACGTCATCCCGGCCAACTG
GAGGCCCAACACCTTCTACCGCTCCTTCGTCCAGTACAGCTGA

Nucleotide
>SitEXPB-20

TTGCTCGCACTCTTCACTCACTGCCGCCCACTGCCTAACTAGCTAGAGGAAGCCG
AAAGGGGAAACGGCCAAGGCAGCCATGGGAGTCCCCTCCTCCCTCCCCTCCGLCG



CCGCGGCGGCGCTCGTGCTCCTGGCCCTCCTCGCCGGCGGGCACTGCCGCGAGGL
CCAGCTCGACACCGGCGACCTCGACGCGGCCGGCACCGAGAACTACAACGCCAG
CGACGCCGCCGTGTACTGGGGCCCCTGGCAGAAGGCCCGGGCCACCTGGTACGG
TCAGCCCAACGGCGCAGGCCCCGACGACAACGGTGAGCACCGGCATTCCGAGAC
CTCTTCCTTCCCCCTCTCGTTCTACGTGCATTTCTTGGTGCCTTTGCTCGTCGATCT
GGGTAATGCGGCTCACATATCCCTCTCGAATCTTGCTAGGTGGTGCGTGCGGCTT
CAAGCACACCAACCAGTACCCGTTCATGTCTATGGGCTCCTGCGGCAACCAGCCA
TTGTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTACAAGGTGAAAACTAAAAAC
AACTTTGGAGTCTTTCATTCCCTTCCATATGAAAGAAATTATAGAATGTCTTTCCT
TTGTCGAAACAATCCTACAAGTAAATGATAAAGAAAAAAAATAGAGTAGTAGTA
GGAGTAACTGTTAAGGTAGGACGCTACCGTACAGTCCAGTCCGGTCCTCCGGAAA
AGCAAGAGCTGCGGGTGGGGCCCACTTGCATGTGCGCGTCCTCACTCGATCTCCG
TGACGGCGTCATTTACTGTGCATTGACGCTTGCCTTGCGGATCTGGCAGATTCGTT
GCACCAAGGACAAGTCCTGCTCCGGCAAGGCGGAAACGGTGATCATCACCGACA
TGAACTACTACCCGGTGTCCAAGTACCACTTCGACCTCAGCGGCACGGCGTTCGG
CAGGCTCGCCAAGCCCGGCCTCAACGACAAGCTCCGCCACTCCGGCATCATCGAC
ATCGAGTTCACCAGGTCTGTTCGGTTCTGCTCTGTTCTGCCGCCACTTAAAGTAGA
AGACACCTCTCACTCACAGGGCGAGGAGTAGTAGTAGTACCAGGATGTGTTGCTG
TCGAATTGTTACCGGTGGTAGTACTAGCTTTCCCTCCAAACCCGCTGTTGAATTTG
CTGGCGCGGCAAGTGAAAGTTTGGTAGGGAGGCTGGCGGGCCATCGACCCAACC
GCGCGCGTTACAGCCCCGGACACCGCATGTNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNTCAGAATTGCGTAAAAGATTGATGTTCCTCTGGTA
CTAACCGGCATATTCCGATGACAAGATTAGCAGCAGTGTGATGCCCTGTTTCGTG
TGTCTAAAAAAACGCGGTGGATGTTTGTTTGTGCAGGGTGCCGTGCGAGTTCCCG
GGCCTCAAGATCGGGTTCCACGTGGAGGAGTACTCGAACCCCGTCTACTTCGCGG
TACTCGTCGAATACGAGGACGGCGACGGCGACGTGGTGCAGGTGGACCTCATGG
AGTCGAAGACGGCGCACGGCCCGCCGACGGGGCGGTGGACGCCGATGCGCGAGT
CCTGGGGCAACGTCTGGCGCATGGACACCAACCACCGCATGCAGGCGCCCTTCTC
GATCCGCATCCGCAACGAGTCCGGCAAGACGCTCGTCGCCCACAACGTCATCCCG
GCCAACTGGAGGCCCAACACCTTCTACCGCTCCTTCGTCCAGTACAGCTGAGCTG
CTGATCCGGGGATCGGATCCCGTCCGTGTCCGGGTGACCGCAATTGGAGCTGGCA
ACACCCGGTCCGGTCTTCTTCTGATCTCTACCACAACACTACTACCACTAGACTAC
TACTACTAGTACGGCGTGGCGGGACGGAACGGAACGGCTAGTCGTCGGTGTCTCT
GGTCATCGTGTTCGTTGCAGTTGTATCATCTCATCATCAGCATCATGGGTCCATGG
AGTCGTTGCATTGGGGGCGCGCTTTTAGGTGGAGCGTCATGTGCGAGTGTTTGTG
TGAGTGAGGCTGGCACGTGATGTGTGCCACCCTAATTGCGAACGGGCATGAGGG
AAGGAAAAAAAATTTAAGCCGTGTGGGAAAATGGAGGAGGCAGGCGTACAAGG
TACGCCCTCCCGCCCACTCTCGCTTTATAATTTATAATCATCAATCATCATCTTCA
TTTCGATCGGTGATTAATCGAAAAAGTATATTGTAATGTATAAACGCCATTTCCCC
AGCTTGGGCAGACCAGGGATTTCCCCTGTTTTGGTTATTCTGCTGCTGCGTGTTCT
TGTGCTTCTTCAGTGCAGTTTCCTGCTCCTTGTGATGTGCGGATGATTGGTTAAGG
CATTGCTGTTAAC




