
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin01G284500 

Gene Model: Misin01G284500.1.p 

Description: McsEXPB-06 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPB-06 

MATALSFKAFAVTALLSVVVTYGARAQQQQPDHNATDSQDRSLLSYSSGWLPARAT

WYGAPTGAGPDDNGGACGFKGTNQYPFSSMTSCGNEPIFKDGKGCGSCYQIRCLTSN

HPACSGVPQTVIITDMNYYPVAKYHFDLSGTAFGAMASWGLNDKLRHAGIIDMQFR

RVPCNFPGLTITFRVQQGSNPMYLAVLIEHENQDGDVVQADIMQNNSGYWEPMHES

WGSIWRIDPNRPLQGPFSIRITNESGKQLVAKDIIPANYVADVDYRSYVQYTN* 

CDS (coding sequence) 

>McsEXPB-06 

ATGGCCACCGCGCTCTCCTTCAAGGCCTTTGCAGTGACCGCGCTCCTCTCCGTGGT

CGTCACCTATGGCGCTCGCGCCCAGCAGCAGCAGCCCGACCACAACGCCACCGA

CTCGCAGGACAGATCCTTGTTGTCCTACAGCAGTGGCTGGCTGCCGGCCAGGGCC

ACCTGGTACGGCGCGCCCACCGGCGCCGGCCCCGACGACAACGGTGGTGCGTGC

GGGTTCAAGGGCACCAACCAGTACCCGTTCTCGTCCATGACGTCCTGTGGCAACG

AGCCCATCTTCAAGGACGGCAAGGGCTGCGGCTCATGCTATCAGATACGGTGCCT

TACGAGCAACCACCCCGCCTGCTCCGGCGTGCCGCAGACGGTGATCATCACCGAC

ATGAACTACTACCCGGTGGCCAAGTACCACTTCGACCTCAGCGGCACGGCGTTCG

GCGCCATGGCCAGCTGGGGCCTCAACGACAAGCTCCGCCACGCCGGGATCATCG

ACATGCAGTTCAGGAGGGTGCCGTGCAACTTCCCGGGCCTGACCATCACCTTCCG

CGTGCAGCAGGGCTCCAACCCCATGTACCTCGCCGTGCTCATCGAGCACGAGAAC

CAGGACGGCGACGTGGTGCAGGCGGACATCATGCAGAACAACTCCGGCTACTGG

GAACCCATGCACGAGTCCTGGGGATCCATCTGGAGGATCGACCCCAACCGCCCGC

TCCAGGGGCCCTTCTCCATTCGCATCACCAACGAGTCCGGCAAGCAGCTGGTGGC

CAAGGACATTATCCCGGCCAACTATGTCGCCGACGTCGATTACCGCTCCTACGTC

CAGTATACTAATTAA 

Nucleotide 

>McsEXPB-06 

TAACCGACGCCTTCCATTCCTCCATGATTCGCGCGGTGCCCATGTGACGCGACGG

ACCTCGCGAGCTCCTCTAACGCGGGTCAGGTGTAGCGACCATCGAGATGATGCCG



CGGCCGGACGGCCGGCGGATTGGAAGTTCAAGCGTCCCCATTTTCCTGTCCTGTG

CCTGCCTATAAATACCACCCCAGCAATGTCCTCCACCTCACACCATCGAAACACA

AACCAGGCAAGCAAGCTGAGGTCCCTAGCTAGGTAGCTAGTGCAACAATGGCCA

CCGCGCTCTCCTTCAAGGCCTTTGCAGTGACCGCGCTCCTCTCCGTGGTCGTCACC

TATGGCGCTCGCGCCCAGCAGCAGCAGCCCGACCACAACGCCACCGACTCGCAG

GACAGATCCTTGTTGTCCTACAGCAGTGGCTGGCTGCCGGCCAGGGCCACCTGGT

ACGGCGCGCCCACCGGCGCCGGCCCCGACGACAACGGTAAGGATCCTCATTCCA

AGCCATGCATCTCTCCATGTTGTTGTCCATTGCAATGTGGCTCATCCCATGCCATG

CCATGTCTAAATTGTCTTGTTGGTGGTGCTGAATCTTTGCTAGGTGGTGCGTGCGG

GTTCAAGGGCACCAACCAGTACCCGTTCTCGTCCATGACGTCCTGTGGCAACGAG

CCCATCTTCAAGGACGGCAAGGGCTGCGGCTCATGCTATCAGGTGGGGTGGGTGT

GTCTGGGTGATAAACCGTTTTTCACCACGGTCGTCACGGCCGACGATCGGCCATG

TCATTATAGTATTATTATATTAGTTGGTGCCCAATCATTTTAATTATTTGGTTGGTC

AAATGAATTGAAGATACCAACCAGTAGCTAGCGTCCGTAGCGCGCGCCTTAGATT

GCTCATCAGTTCAGGACAACGTGCATCCGCTGACCTTGTGCTTGGCTTTCTCTCTT

TCCCAGATACGGTGCCTTACGAGCAACCACCCCGCCTGCTCCGGCGTGCCGCAGA

CGGTGATCATCACCGACATGAACTACTACCCGGTGGCCAAGTACCACTTCGACCT

CAGCGGCACGGCGTTCGGCGCCATGGCCAGCTGGGGCCTCAACGACAAGCTCCG

CCACGCCGGGATCATCGACATGCAGTTCAGGAGGGTGCCGTGCAACTTCCCGGGC

CTGACCATCACCTTCCGCGTGCAGCAGGGCTCCAACCCCATGTACCTCGCCGTGC

TCATCGAGCACGAGAACCAGGACGGCGACGTGGTGCAGGCGGACATCATGCAGA

ACAACTCCGGCTACTGGGAACCCATGCACGAGTCCTGGGGATCCATCTGGAGGAT

CGACCCCAACCGCCCGCTCCAGGGGCCCTTCTCCATTCGCATCACCAACGAGTCC

GGCAAGCAGCTGGTGGCCAAGGACATTATCCCGGCCAACTATGTCGCCGACGTCG

ATTACCGCTCCTACGTCCAGTATACTAATTAACCGACCACTGTCGATCTGCATGCA

ACCGTCCGAGCTCATTGCTGGGGCGCCGCTTAAGTGTTCTTGTTTAATTAGTGGCT

CTGCCATTATTGGCAACCGGACTGAGGATTTTTCACCTCAACTCCGTCGTGGTGTG

TGAGCTAGTGTGTCCTGAAGATGTGTGGGAAATTAGAGGAGGCAAGCATCAATG

TGCTCTCCCGCCCACTCACTCTACCATCACCAGAGTGTGTAACCAGCAAATCATG

GTTATCCATATATTTTATACTACTATATATCTGCTGCTATTTAACTACCATACCAT

GTTGC 




