IDENTIFICATION
Species: Ananas comosus
Locus: Aco000511

Gene Model: Aco000511.1
Description: AncEXPA-09
Family: Alpha Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Acomosus_v3



https://phytozome-next.jgi.doe.gov/info/Acomosus_v3

EXTERNAL RESOURCES

http://pineapple.angiosperms.orag/pineapple/html/index.html#:~:text=The%20PGD%20(Pinea
pple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes..
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DOMAIN ARCHITECTURE
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List of domain hits ké
Name Accession Description Interval E-value
[+] PLN00O50 super family cl31535 expansin A; Provisional 33-261 2.06e-119
SEQUENCES
Peptide

>AncEXPA-09

MSTMLCFLTLLMTISLLVLSHRADARVPGVYAGGPWQSAHATFYGGSDASGTMGGA
CGYGNLYSEGYGVETAALSTALFNSGESCGFELKCADDPRWCHAGSPSILITATNFCP
PNYALPSDDGGWCNPPRPHFDLAMPMFLRIAEYRAGIVPVSYRRVPCRKAGGIRFTIN
GFRYFNLVLITNVAGSGDVVRVSVKGSRTDWMAMSRNWGQNWQSNAVLVGQSLSF
RVTAGDRRTSTSWNAVAANWQFGQTFVGKNFRF*

CDS (coding sequence)
>AncEXPA-09

ATGTCGTATGCTCTGTTTCCTTTCTGCTGATGTATTTCCCTGCTCGTTCTCCCCGAG
CGGGCCCGCGTGCCGGGAGTCTGCGGGCGGCCCCTGGCAGAGCGCCCGCCCTTCT
GGCGGCAGCGGCCTCCGGCCATGGGGGGTGCATGCGGGTATGGGAATTTGTATA
GCGAGGGATACGGGGTGGAGGGCGGCGCTGAGCGGCGCTGTTCATCGGGGGAGA
GCTGCGGGGCGTGCTTCGAGCTGAAATGCGCGGGCCGCGGTGGTGCCGCCGGCA
GCCCCTCCATCCTCATCCGCCCATTCTGCCCCCCCATGCCCTCCCCTCCGGGGLCGG
CTGGTGCAATCCCCCGCGCCCCCTTCGCTCGCCATGCCCATGTTCCTCAGGATCGC
CGAGTCGTGCCGGCATCGTCCCCGTCTCCTCGCAGGGTGCCGTGCCGGAAGGCGG
GCGGGATCCGGTTCGATAAGGGTTCCGGTTTCAATTTGGTTGATCGAGTGGCCGG
TTCGGGGGGTGGTGCGAGTGAGCGTGAAGGGGTCGCGGTGATTGGATGGCGATG
AGCCGGATGGGGCCAGAATTGGCAGTCCAATGCAGTTGGTGGGAATCCCTCTCCT
TCCGCGTCTGCGGGTGCGCCGCCTCCCTCCTGGAGCCGTCGCCGCCATGGCAATT
CGGCCAACTTCGTGGGCAAAAATTTTCGATTCTAA
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Nucleotide
>AncEXPA-09

CTCTCTCTCCTCCCCCGTTTTCTCTCTCTCCCTAAATAAGCGAATGTCGTATGCTCT
GTTTCCTTTCTGCTGATGTATTTCCCTGCTCGTTCTCCCCGAGCGGGCCCGCGTGC
CGGGAGTCTGCGGGCGGCCCCTGGCAGAGCGCCCGCCCTTCTGGCGGCAGLCGGL
CTCCGGCCATGGGTGTATTTTTGTAATCATGCATGTTAAATTATATAAAATTATTA
TTTTTTTAAATGTGTGTGCGTGTGTGTGGGGATGGGTGTAGGGGGTGCATGCGGG
TATGGGAATTTGTATAGCGAGGGATGGGGTGGAGGGCGGCGCTGAGCGGCGLTG
TTCATCGGGGGAGAGCTGCGGGGCGTGCTTCGAGCTGAAATGCGCGGGCCGLCGG
TGGTGCCGCCGGCAGCCCCTCCATCCTCATCCGCCCATTCTGCCCCCCCATGCCCT
CCCCTCCGGGGCGGCTGGTGCAATCCCCCGCGCCCCCTTCGCTCGCCATGCCCAT
GTTCCTCAGGATCGCCGAGTCGTGCCGGCATCGTCCCCGTCTCCTCGCAGGTAAT
AGCTCTTTATTAATTTAGTTTTTTTTTTTTTTTTTCCTCTGTAGTTCGCGCCGTAAA
ATTTATGATAATTTAATCATATAAATATTTTAAATATAGTATTAATATTTTTATTTA
ATTTTTTTAAAAAAAATTAAAATAAAATTGTTAGGAAATAAAATATAATAGTAAT
ATAAAATTTGCTATATATTATAATATTTGTCCAAGTCAAAGAAATAAATTATTATA

ATCTTCTTATTAAAAGCTCTTTAATTTTTTTTTTTAGATTTGTCTTTATTTCTGTTTA
TTTTCGGGGCCTCCTTGTTTCTTATATATGAATTTTATTATTTTATTTTTATAAGTC
TTTTTAAAAAATTTAAATTTTTTATAGAAAATATGAAATTTATATTTTGTAAATTT

TTCCCTTTCGTTCGTTTCGGGGAATATCAGTGATGTGCCATTGGCCCATTGTCGTA
GCTCTTGCGAAAAAAATGCGTATTTTTTCCAGAATTTCGAGGAGAGCGGAGAAGC
GTGAGGCGCCGCTAATGGAAGGAGGGCATGTTCCCGCCTCCCTCTTTCTTTGAAT
TTTCCCCGCTTCTATTTATAATTTATTATTTAGTTAATAATAATAATAATAATAAT
AATAATAATAATAATAATAATAATAGAAGGATCAAATTTATTAAATAATTTTTTT
AAAAATAATATTTTTAATAAATATTATTGGCGTCTGGTCCGGTGTTGGATTTTGGT
TCGTGCAGGGTGCCGTGCCGGAAGGCGGGCGGGATCCGGTTCGATAAGGGTTCC
GGTTTCAATTTGGTTGATCGAGTGGCCGGTTCGGGGGGTGGTGCGAGTGAGCGTG
AAGGGGTCGCGGTGATTGGATGGCGATGAGCCGGATGGGGCCAGAATTGGCAGT
CCAATGCAGTTGGTGGGAATCCCTCTCCTTCCGCGTCTGCGGGTGCGLCCGCCTCCC
TCCTGGAGCCGTCGCCGCCATGGCAATTCGGCCAACTTCGTGGGCAAAAATTTTC
GATTCTAA




