IDENTIFICATION

Species: Setaria viridis

Locus: Sevir.1G324300

Gene Model: Sevir.1G324300.1.p
Description: SVEXPA-07
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
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Query seq,
Superfanilies PLNO0OS0

+ Name Accession Description Interval E.value
[+] PLN0O0O50 super family 31535 expansin A; Provisional 58-287 4.11e-127
SEQUENCES

Peptide

>SVEXPA-07

MAPPQAVLVLLASLLPLALSRGLGLGHRHVPQHGHGMGLGHRHAQPHPQPHGHAPL
AGGAWSSAHATFYGGGDASGTMGGACGYGNLYSQGYGTNTAALSTALFNNGLSCG
ACFEVRCDAAGGGGHSCLPGSVVVTATNFCPPNNALPSDDGGWCNPPRAHFDMSQP
VFQRIALYRAGIVPVSYRRVACNKKGGIRFTINGHSYFNLVLVTNVGGAGDVHSVAV
KGDRSAGWQAMSRNWGQNWQSNTLLDGQALSFRVTTSDGRSVVSNNAAPRGWSF
GQTFSGAQFN*

CDS (coding sequence)
>SVEXPA-07

ATGGCGCCTCCCCAAGCCGTCCTGGTTCTCCTGGCCTCGCTGCTTCCGCTGGCGCT
CTCGCGTGGGCTGGGGCTCGGGCACCGGCATGTGCCGCAGCACGGGCACGGGAT
GGGGCTAGGCCACCGTCACGCCCAGCCGCACCCGCAGCCGCACGGGCACGLGLC
GCTCGCGGGTGGGGCGTGGTCCTCGGCCCACGCCACCTTCTACGGCGGCGGCGAC
GCGTCCGGCACCATGGGAGGGGCGTGCGGGTACGGGAACCTGTACAGCCAGGGG
TACGGCACCAACACGGCGGCGCTGAGCACGGCGCTCTTCAACAACGGCCTCAGCT
GTGGCGCCTGCTTCGAGGTGCGGTGCGACGCGGCGGGGGGCGGCGGACACTCGT
GCCTGCCGGGCTCCGTCGTCGTCACGGCCACTAACTTTTGCCCGCCCAACAACGC
GCTGCCCTCCGACGACGGCGGGTGGTGCAACCCGCCGCGCGCGCACTTCGACATG
TCGCAGCCCGTGTTCCAGCGCATCGCGCTCTACAGGGCCGGCATTGTCCCCGTCT
CCTACCGCAGGGTCGCGTGCAACAAGAAGGGCGGCATCCGGTTCACCATCAACG
GTCACTCCTACTTCAACCTGGTCCTGGTCACCAACGTGGGCGGCGCCGGCGALCGT
GCACTCCGTGGCCGTGAAGGGCGACCGCTCCGCCGGGTGGCAAGCCATGTCCCGC
AACTGGGGACAGAACTGGCAGAGCAACACGCTCCTCGATGGCCAGGCCCTCTCCT
TCCGCGTCACCACCAGCGACGGCCGCTCCGTGGTCTCCAACAACGCCGCTCCCCG
CGGCTGGTCCTTCGGCCAGACCTTCAGCGGGGCCCAGTTCAACTGA

Nucleotide
>SVEXPA-07

CTCGCCCACGCCCTGCGCGCCCCCGCCACCACGCGCACCGCGCGCCGGTGTTTGA
AACCCTGTGCCGCCGCCTCCCATCTATTTATCCCACCACAAGCCCCACCTCGCTTC
ACTCCACTCCACTCCACTCCAGCCGCCCCGTCCGTTCCCCTCGTGLCTCGLCLCGLCCGC



CGCCGCCGCCCCCCTCCGTCTCCGGACCCCGAGTCCCCAGCGCAATGGLGLCTCC
CCAAGCCGTCCTGGTTCTCCTGGCCTCGCTGCTTCCGCTGGCGCTCTCGCGTGGGC
TGGGGCTCGGGCACCGGCATGTGCCGCAGCACGGGCACGGGATGGGGCTAGGCC
ACCGTCACGCCCAGCCGCACCCGCAGCCGCACGGGCACGCGCCGLCTCGLGGETG
GGGCGTGGTCCTCGGCCCACGCCACCTTCTACGGCGGCGGCGACGCGTCCGGCAC
CATGGGTACGTCCGCTTTGCTAATCCAAGATTTTCCGCATTTCCCAGTCCTAGATT
GCACCCCTTGCTTTGCTCGTCTATGGTACTGAAATTCTCTATCCCGATTCGTCTTTG
CAGGAGGGGCGTGCGGGTACGGGAACCTGTACAGCCAGGGGTACGGCACCAACA
CGGCGGCGCTGAGCACGGCGCTCTTCAACAACGGCCTCAGCTGTGGCGCCTGCTT
CGAGGTGCGGTGCGACGCGGCGGGGGGCGGCGGACACTCGTGCCTGCCGGGLTC
CGTCGTCGTCACGGCCACTAACTTTTGCCCGCCCAACAACGCGCTGCCCTCCGAC
GACGGCGGGTGGTGCAACCCGCCGCGCGCGCACTTCGACATGTCGCAGCCCGTGT
TCCAGCGCATCGCGCTCTACAGGGCCGGCATTGTCCCCGTCTCCTACCGCAGGTC
CGTAGTGAAACTACTTTCCTTTTCTTTTTGCAAGCGTTTCATGTTCCTTCTCGGAGC
AAAACGAGAACTTACCGGGCAGATCTGACCATGTGTCTCCTTTTTGATTGCTACG
TATTGCAGGGTCGCGTGCAACAAGAAGGGCGGCATCCGGTTCACCATCAACGGTC
ACTCCTACTTCAACCTGGTCCTGGTCACCAACGTGGGCGGCGCCGGCGACGTGCA
CTCCGTGGCCGTGAAGGGCGACCGCTCCGCCGGGTGGCAAGCCATGTCCCGCAAC
TGGGGACAGAACTGGCAGAGCAACACGCTCCTCGATGGCCAGGCCCTCTCCTTCC
GCGTCACCACCAGCGACGGCCGCTCCGTGGTCTCCAACAACGLCLCGLTCLCLLGLGG
CTGGTCCTTCGGCCAGACCTTCAGCGGGGCCCAGTTCAACTGAACACCTCTCCGT
TTCCGCAGCAGCGTCAACAACGCAGTTGCACTAGTAGTACTAGTCGATGGTCTTA
GTAGTTGTCCGTCCTCCCCAATTGGAGCTTGCTGAGAAGCGCCATGGTTTTATGA
GTGGTGCATCTAGCATTGGTTCTTGGGAATTACCGGTAGTTTAGGCCTAGTAAGC
ATGGGTTTTTTTCGTGCTGGTGTGAGCCTAGAGTGAGTGGTTCCTTGGTTGTTTTG
GCTAGGGAATTGGAAGTGGTGGTAAAGGCTGGCTTGGAGATTAATGGCGGCCGC
CTTGTATCACCCGCCAATCAGCGTTTTGGGCCTCATGGTGATGGCCAACCTCTTTA
GATGAGATGAGATGTTTTGTATTGTGTGGGTGAAAGTCTGCTGGTTGTAATGAAC
CTTATCAAGTTAATCCTTCCGAACGGCTTAATTTGTGCTTG






