IDENTIFICATION

Species: Capsella grandiflora
Locus: Cagra.1225S0072

Gene Model: Cagra.1225S0072.1.p
Description: CgrEXPB-04
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Cgrandiflora_vi_1
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Specific hits e Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfanily

List of domain hits -
Name Accession Description Interval E-value
[+] DPBB_EXPB_N ¢d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 36-157 1.06e-69
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and PIll from Lolium perenne 165-241  9.84e-28
Peptide

>CgrEXPB-04

MQLSRVMLATLCIVLQLLVGSSGLATTHRHVSSSRWLPAVATWYGSPNGDGSDGGA
CGYGTLVDVKPLHARVGAVNPILFKNGEGCGACYKVRCLDKSICSRRAVTVIITDECP
GCSKTSTHFDLSGAVFGRLAIAGESGPLRNRGLIPVIYRRTACKYRGKNIAFHVNEGS
TDFWLSLLVEFEDGEGDIGSMHIRQAGASDWLEMKHVWGANWCIVGGPLKGPFSIK
LTTLSAGKTLSATDVVPRNWAPKATYSSRLNFSPIL*

CDS (coding sequence)
>CgrEXPB-04

ATGCAGCTCTCTCGGGTCATGTTAGCTACACTCTGCATTGTCCTGCAGCTACTTGT
TGGCTCGTCCGGTTTGGCTACTACCCATCGCCACGTGTCTAGCTCCCGTTGGCTCC
CTGCAGTCGCTACCTGGTACGGAAGCCCCAACGGCGACGGCAGTGATGGAGGAG
CGTGTGGGTACGGTACGTTGGTGGATGTGAAGCCGTTACATGCGAGGGTTGGAGC
AGTGAATCCTATTCTCTTCAAAAACGGTGAAGGCTGCGGCGCTTGTTACAAGGTT
CGTTGTTTGGACAAGAGCATTTGTTCCAGGAGAGCCGTTACCGTCATTATCACCG
ATGAGTGTCCGGGCTGCTCTAAAACTAGCACTCACTTCGACCTCAGTGGTGCCGT
CTTCGGCCGTTTGGCCATTGCCGGCGAGTCTGGCCCTCTCCGTAACCGTGGTCTTA
TCCCCGTCATTTACCGTCGGACCGCATGCAAATACAGAGGGAAGAACATAGCGTT
CCATGTGAACGAAGGCTCAACTGATTTTTGGCTATCTCTTTTGGTCGAGTTTGAAG
ACGGAGAAGGCGACATTGGCTCCATGCACATTCGACAAGCAGGAGCAAGCGATT
GGTTAGAGATGAAACACGTATGGGGAGCCAATTGGTGTATCGTCGGAGGACCAC
TCAAGGGACCATTCTCCATCAAGCTCACCACTTTGTCCGCCGGTAAAACACTCTCT
GCCACTGACGTTGTCCCTAGAAACTGGGCTCCCAAAGCAACTTACAGTTCCCGTC
TCAACTTCTCCCCCATTCTCTGA

Nucleotide
>CgrEXPB-04

AACTCACTCACTCTCTCTCTCCCTCGGTAAACTAGCTTCTTTACTTTTCCGGCTCTC
GTCGGGTAAACCAACTCCGGCAGAAAAATGCAGCTCTCTCGGGTCATGTTAGCTA



CACTCTGCATTGTCCTGCAGCTACTTGTTGGCTCGTCCGGTTTGGCTACTACCCAT
CGCCACGTGTCTAGCTCCCGTTGGCTCCCTGCAGTCGCTACCTGGTACGGAAGCC
CCAACGGCGACGGCAGTGATGGTAATTAAAACTCAACTCACACTCTCTAGTAATA
TAGACTAATACTATAAGCTAATATAATATTATATTTACCGGAATTGCGGCGTATA
AAATGTTAGGAGGAGCGTGTGGGTACGGTACGTTGGTGGATGTGAAGCCGTTAC
ATGCGAGGGTTGGAGCAGTGAATCCTATTCTCTTCAAAAACGGTGAAGGCTGCGG
CGCTTGTTACAAGGTTCGTTGTTTGGACAAGAGCATTTGTTCCAGGAGAGCCGTT
ACCGTCATTATCACCGATGAGTGTCCGGGCTGCTCTAAAACTAGCACTCACTTCG
ACCTCAGTGGTGCCGTCTTCGGCCGTTTGGCCATTGCCGGCGAGTCTGGCCCTCTC
CGTAACCGTGGTCTTATCCCCGTCATTTACCGTCGGTACGCATATATATTCTCATT
ATATTTTGGTAAAGATAGTACTCTCAGTTTCTCATGATTATTTAATGCATATGCTC
CTTCGGTAACTAACTCGTGACAATGTACGAGCAAATTAAAAGAAAATAGGAATT
ATTTAGGTAAAGAGGCTAAACAGGGTTAAGAAATTATTAGAATTTTATGCAATGG
ATGTGAATGCATTAATTAAACAAAAGAGGCAACTTTAACGGCGATCTCGTTTTTT
ATGGTCCCAACCATTTTTGACCGTTGACCCCATTTGATCTGTGTATCTATCTCTTTT
CTCTCACTGATATATTTTATTTTTCTTCTTTTTATGCTTAATAAAATAAAGGACCGC
ATGCAAATACAGAGGGAAGAACATAGCGTTCCATGTGAACGAAGGCTCAACTGA
TTTTTGGCTATCTCTTTTGGTCGAGTTTGAAGACGGAGAAGGCGACATTGGCTCCA

TGCACATTCGACAAGTAACTCTTTCTATTTTTTTTTTCTCTTTAATAACAAAACTCA
TGCACTCACTTTTTTAACTTTCCTTTTTTCTTACCACAAAGTCACTTACTGAGTCAC
TTCCACTTCAAAAGTCTTTTACTTTTTTATAATACTAAATATGAAAAAGGAGGAA

AAGATCTTAGTGGAGTGAGCATAATGATGAATCTTTATTGACCAACTACTAGCTA
GAAAAGGCTCACCACACCACTTATTAAAAGTCTTCTAAAAAGTAACAATAAAAC
AGAGTCAGAGTGAGAGTGTAAAAAACTGATGGAACAGAGTGAGAGTGAGAGTGT
AAAAAACTGATGGGTTTTCTTGTGATCTGAATGTTTTGGTGCAGGCAGGAGCAAG
CGATTGGTTAGAGATGAAACACGTATGGGGAGCCAATTGGTGTATCGTCGGAGG
ACCACTCAAGGGACCATTCTCCATCAAGCTCACCACTTTGTCCGCCGGTAAAACA
CTCTCTGCCACTGACGTTGTCCCTAGAAACTGGGCTCCCAAAGCAACTTACAGTT
CCCGTCTCAACTTCTCCCCCATTCTCTGAAGTCTGAACCAACTCTTCTACATACAT
AGTCAAAGACTATTATTGTTCCTATTACTACTCGTGTGATCGTGTTTTTTGAAGAG
AGAAACAGAGAGTGACTGCTAGCCGAGGGATGGCAAGAAAGAAAGTTCATCCTG
ATCCAACGGCTGTTACGTTCTCTCCTCTTCCTTCTTGTGTTGTGGATTTGTGTGTTG
TGTGTGTGTGATGTGTCGGTGAGTGTGTTAGAGTCACTGTAGCCATCTCCAAAGG
GGAGATAGAGCTAGGAGTAGTATATGGTGGTGTCATGTCTGTTTTTGTTTCTATAT
AAAAATTCTTGTCACTATCTCTTTCTATTATGGGACATGACATAATATATCATATG
AATATTTATCACTATCTCTTTCTATTGTGGGACATTACACAATAATG



