IDENTIFICATION

Species: Kalanchoe fedtschenkoi
Locus: Kaladp0074s0082

Gene Model: Kaladp0074s0082.1.p
Description: KIEXPA-19

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi vl 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1
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DOMAIN ARCHITECTURE
Quers sea., ww

Superfanilie: PLNO00S0O

LIst of domain hits

Name = Accession Description Interval  E-value
|+] PLN00050 super family 3 ‘. 5 expansin A: Provisional 33-255 4 1e 130

SEQUENCES
Peptide
>KfEXPA-19

MKQKLSAASAFLLSLLFSCHFCNRPVYADYGDWQPAHATFY GGDDASGTMGGACG

YDNLYSQGYGTNTAALSTALFNDGLSCGSCYEMQCRDDPQWCLPGTITVTATNFCPP
NPAQPNDDGGWCNPPLQHFDMAEPAFLKIAQYKAGIVPVSYRRVPCAKSGGLHFTIN
GHSYFNLVLITNVAGAGDVRSVSVKGSNTEWQTMSRNWGQNWQSNSY LNGQSLSF

QVTASDGRTVTNYDVAPSDWQFGQTFEGGQF*

CDS (coding sequence)
>KfEXPA-19

ATGAAGCAGAAGCTCTCGGCTGCCTCGGCCTTCTTGCTGTCTCTTCTCTTCTCGTG
CCATTTCTGCAACCGCCCGGTCTACGCCGACTACGGCGATTGGCAGCCCGCGCAC
GCCACCTTCTACGGCGGCGATGACGCTTCCGGCACAATGGGGGGGGCTTGTGGGT
ACGATAACCTGTACAGCCAGGGCTACGGCACCAACACGGCGGCGCTCAGCACTG
CGCTGTTCAACGACGGCCTGAGCTGCGGATCATGCTACGAGATGCAGTGTAGGGA
TGACCCGCAGTGGTGTCTTCCGGGCACTATCACCGTCACCGCCACAAACTTCTGC
CCTCCCAACCCGGCCCAACCCAACGACGACGGCGGCTGGTGCAACCCTCCCCTCC
AGCATTTCGACATGGCCGAGCCCGCATTTCTCAAGATCGCCCAATACAAGGCCGG
AATCGTTCCCGTCTCTTATAGAAGAGTTCCGTGTGCGAAGAGCGGAGGCCTGCAT
TTCACGATCAACGGACACTCTTACTTCAACCTGGTCCTGATCACCAACGTCGCCG
GGGCCGGAGATGTGCGCTCAGTTTCCGTCAAGGGGTCCAACACAGAATGGCAAA
CCATGTCAAGAAACTGGGGGCAAAATTGGCAAAGCAACTCTTACCTCAATGGAC
AGAGTCTCTCGTTTCAAGTCACAGCCAGTGACGGAAGAACCGTGACAAATTATGA
CGTGGCGCCATCTGATTGGCAGTTTGGACAAACTTTCGAAGGTGGCCAGTTTTAA

Nucleotide
>SKfEXPA-19

ACATCTCCCAGTCCAAACCTCATCTTCCCCTAGCTGCCTCACAAACCCTAGCTACG
AGATCACGCTGCCTACTCATTCAACCCTAATACATTAATTTCTCACAATGAAGCA

GAAGCTCTCGGCTGCCTCGGCCTTCTTGCTGTCTCTTCTCTTCTCGTGCCATTTCTG
CAACCGCCCGGTCTACGCCGACTACGGCGATTGGCAGCCCGCGCACGCCACCTTC
TACGGCGGCGATGACGCTTCCGGCACAATGGGTACGTAATAAGTCTTATATATAC
ACTACGTAGTACGTACACTGATAATTAATAAGCTCATTTTGCATGCATGTTCTAAT



GGTTAATTCTTCTTCAGGGGGGGCTTGTGGGTACGATAACCTGTACAGCCAGGGC
TACGGCACCAACACGGCGGCGCTCAGCACTGCGCTGTTCAACGACGGCCTGAGCT
GCGGATCATGCTACGAGATGCAGTGTAGGGATGACCCGCAGTGGTGTCTTCCGGG
CACTATCACCGTCACCGCCACAAACTTCTGCCCTCCCAACCCGGCCCAACCCAAC
GACGACGGCGGCTGGTGCAACCCTCCCCTCCAGCATTTCGACATGGCCGAGCCCG
CATTTCTCAAGATCGCCCAATACAAGGCCGGAATCGTTCCCGTCTCTTATAGAAG
GTGACACCAATTCTCACATTTTCATTTCTTGTCACACATTTTTAATTACTAGACGG
ATCCTAAGAATCTAGCTATGCCATTTTGTGAATTTAGAGTTCCGTGTGCGAAGAG
CGGAGGCCTGCATTTCACGATCAACGGACACTCTTACTTCAACCTGGTCCTGATC
ACCAACGTCGCCGGGGCCGGAGATGTGCGCTCAGTTTCCGTCAAGGGGTCCAACA
CAGAATGGCAAACCATGTCAAGAAACTGGGGGCAAAATTGGCAAAGCAACTCTT
ACCTCAATGGACAGAGTCTCTCGTTTCAAGTCACAGCCAGTGACGGAAGAACCGT
GACAAATTATGACGTGGCGCCATCTGATTGGCAGTTTGGACAAACTTTCGAAGGT
GGCCAGTTTTAAATTTTAACACTAAAGGCCCCTCATGTTTTGTCCATGTCTAGTTT
ATGGCCTCTAATAGTTTACAATTACATAGAGTCCTGTTTTGTTGTGTGTTTTCCAA
ATAAAGTGTTTAGATATAGATTAGGTAATTTCTTGAGTTACCGCATCAAAAAAAA
ATGTTGTTGAATTTTCAATTTTGTGTAAAGGTTGAAGAAAAGGAAAAAAAAATAT
GATATTTAAAATTTATGTATTTCCTTCCTCTATATATAGTTATTAAAATCATATTA
AAAGTTGAACCGGTCATAAGACTATCGATTTTTTGGTTGAACTAGTGGCATGTAT
TGGTTCAACTGTTGGTTTAATCAGATCTATTTAATTAGGATTTGGTATTAATTATA
AAGTGAATTATTTCAAACAAGTTAGGGAGTGTAGTTT






