
IDENTIFICATION 

Species: Phalaenopsis equestris 

Locus: XP_020590408 

Gene Model: XP_020590408.1 

Description: PeqEXPA-02 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/?term=Phalaenopsis+equestris 

KEGG: https://www.genome.jp/entry/T05601  

EXTERNAL RESOURCES 

http://orchidbase.itps.ncku.edu.tw/est/Phalaenopsis_2019.aspx 

https://www.ncbi.nlm.nih.gov/genome/?term=Phalaenopsis+equestris
https://www.genome.jp/entry/T05601
http://orchidbase.itps.ncku.edu.tw/est/Phalaenopsis_2019.aspx


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PeqEXPA-02 

MSSLSSAASALAVGIFLTAIVSPAAARIPGVYVGGTWNQAHATFYGGSDASGTMGGA

CGYGNLYSQGYGVQTAALSTALFDNGQSCGACFEIKCADDPQWCHPGSPSILVTATN

FCPPNYALPSDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVTYRRVPCRRGGGIR

FTINGFRYFNLVLIMNVAGAGDIVSARVKGSNTGWMPMTRNWGQNWQSNAILVGQ

SLSFHITGSDRRSSTSWNIVPANWQFGQTFSGKNFRV 

CDS (coding sequence) 

>PeqEXPA-02 

CTCACTCCTTAAGTAGCCCTTCCTCCTCACACTTCCTACCCGCATTTTCTCCCTAGC

CGTTATTCCTTATACTTAGTTAAGATGTCTAGCCTCAGCTCCGCCGCTTCCGCATT

AGCCGTCGGAATTTTTCTGACAGCAATAGTTTCGCCGGCTGCCGCCCGCATTCCC

GGCGTCTATGTTGGCGGTACATGGAATCAGGCACACGCAACCTTTTACGGTGGAA

GCGATGCTTCCGGCACCATGGGTGGGGCGTGTGGGTACGGGAACCTTTACAGCCA

GGGATACGGTGTACAGACGGCGGCGCTGAGCACTGCATTGTTCGACAATGGCCA

GAGCTGCGGAGCTTGTTTCGAGATCAAGTGTGCTGATGATCCTCAATGGTGTCAT

CCAGGAAGCCCTTCCATTCTCGTGACGGCGACGAACTTCTGCCCGCCTAACTATG

CTCTACCCTCTGATAATGGAGGATGGTGCAATCCACCCCGCCCCCACTTTGATCTC

GCCATGCCAATGTTCCTTAAGATCGCCGAGTACCGTGCCGGCATCGTTCCAGTGA

CCTACCGCCGGGTGCCGTGCCGGAGGGGGGGGGGGATCCGGTTCACCATAAACG

GGTTCAGATACTTCAACCTGGTGCTGATCATGAACGTGGCTGGCGCCGGCGACAT

CGTTAGCGCGAGGGTGAAGGGCTCGAACACGGGGTGGATGCCAATGACCCGCAA

TTGGGGACAGAACTGGCAATCAAATGCTATTCTAGTCGGCCAATCGCTCTCCTTC

CACATCACCGGAAGCGATCGCCGGAGCTCCACCTCCTGGAACATCGTCCCCGCCA

ATTGGCAGTTCGGCCAGACTTTTTCCGGCAAGAACTTTCGCGTCTGATTTGTTCCT

CTATTTGGTTTGTTTTTTTTTTCCTTTTATTTTTTGTTTTTGGGGAGAGGTG 

Nucleotide 

>PeqEXPA-02 

GGTCAAAATTAAACTAAAAGCGCCATCTTTTGTCAAACACATCAGTCCCAACTTT

TGACAATGGCGCAGCTTGGGAAAAAAAAAGGACAATTACATTACCTAGCACAAA

TATCACTATTTATAAATTAAATATCTGTGATTTTTTTAACAAATTCATGCATTTAA



GTGTGCCACGAATGTGATTTTGACAAAAATGAAAAATATGCGTTGGGTCTTTATC

ATGGCCTTTGATATTCGAGTGACACGTAATCGCCTAAAAAGAAAAAAAAACAAA

TAAATAATGAAAACCACAATCAGTACAGTAAATAACCATGCTATTTATAAAATAT

AGATGGATAACATAAGAAAAGATAAGTATATCAGCTGCGGGCTACAATATCCCT

CTTTACGGCATCTGCAGCCACTTCAGCCACCGCAAACCCACCACACTTTGATCCCT

AACCCAATACCCATTAGTCATACATATATATAAAAGAAAGAGTNNNNNNNNNNC

AAAACACCACCTCTCCCCAAAAACAAAAAATAAAAGGAAAAAAAAAACAAACC

AAATAGAGGAACAAATCAGACGCGAAAGTTCTTGCCGGAAAAAGTCTGGCCGAA

CTGCCAATTGGCGGGGACGATGTTCCAGGAGGTGGAGCTCCGGCGATCGCTTCCG

GTGATGTGGAAGGAGAGCGATTGGCCGACTAGAATAGCATTTGATTGCCAGTTCT

GTCCCCAATTGCGGGTCATTGGCATCCACCCCGTGTTCGAGCCCTTCACCCTCGCG

CTAACGATGTCGCCGGCGCCAGCCACGTTCATGATCAGCACCAGGTTGAAGTATC

TGAACCCGTTTATGGTGAACCGGATCCCCCCCCCCCTCCGGCACGGCACCCTGCA

TCCCACCCAAATCATCAACTGGCATCATTGTGTAAATAATAAATAAAATAACATT

ATTTTACAAAATTTTCATGCATGCTGCAATTCTATATTATTTCTAGTCTCACACATT

ACTTTAAACATTTCAGCAAAATTAATTAATTCACAAAATAATATATATTTGGCATT

TATTAATTATATTGAAAACTAAAACTTTTAGATATATATTGGCAGAGTGCAAAGT

AAATGTAAAATGCTTGAAAATTTAAAAATATGTGCATTATTAAAAATTATTATTA

TTATTATTATTATTATTATGGAAAAGGAGGCACGCCCGATTATAATTAAATTCGA

ACAGTCCAAGGAATAAATAAAACGTGTGGGCCATGATGCTTCCTCAGTTCACGCG

CTTCTTTCCGGACAAGCGGTTCCGAAGCGATGTGACCAAAATGCCCATAACCATT

TTACAAATGACATCAGATAATAAAAATTAGCGGGGTAATTCAGTGTATAAAAATT

AGCAAAACAATACCTATTTTTGCTTAGAGAATTAAACAGAAATTTATAGAAGCGA

TAAAAAGGTTAAAAAAATTTGACAACCGGGGGGTTACAAAGAAAATGCTATTAA

TACATTAGATGCAAAATTTTTCATTATGTTTTTCCATTCAACCACAATTTTTAAGTT

CACCTAATTATTTGTTAATCAATCAATAGCAAGCCCCTCTATGAAGTAATTAAATC

TAATTATTTAATGAATTAAATTAAAACCTCATCCCACGTGTAAACTTTTAGATTCC

TATGTTTTTAGAAGACTATACCACTCATCCAAATCGAAAATTATTTTGTCAGGACT

CCTAATGTAAAGAATCATTCAAAACCCAATGAAATCACGTCATGTGGTGGTGATA

TAAAAAAAAAAAATCAAACTAATAAAATAGGAGAATATTCATCCCATGTTATTTT

GTGTTATTCATTGGACTCTGAATAGTTCTCTACATTAGGAGTCCTAAGAGAATAAT

TAATGCACAAAAAAATACTTTGATTTTTCACGGGAAAAATATACCATATTTACTTT

ATTAATGAAAAAATTTTATATGATATTAGACAGATAAAAAACATGGTCATGTACA

GAAAGATTATTATATTAAAAAAAATACACAGATTGAATTTCAAAAGCAAATTTGA

GCTTTTGGAAAAATAACAGGACTGAGTGTGAGAATTAAACAAAAATAACATCAA

AATGGCTCAAATAGAAAGATTATAATTAAATATTTGCATCTTCTGTTGACCCACA

AGTTCTGATAACGGCACTTCGAGCCTTTTTGGTCCTGTTTTAGCTTCACCCGTATT

ATATCTTATAAATCAATAATTTGCGTCAAAACAATTTCTTTAAAAGAATCCAAAC

GAAAAATAAATATATGTTCCGAATAAATACGAAAATAACCTTTCAATTAAGGCTA

ACAATTAATGGAGAAAATTTGGGGCGGGAATCCGGTCATTTCCAGTAATTATGAG

CTTAGAACTTTCTGACGACTCCGTAACGTGCAGATCGTGTCGCTGTTCATATCGTT

ACGGAATGAACAAACACAAGCACAATATATATATATATATAGTAGTAAAGTTCA

ACAAAGANNNNNNNNNNNNNNNNNNNNNNNNNNNNATATATATATATATATAT

ATATCTAACGGCAAAAGAAAGCACAACAAAAGGCACACGAACGAAAAAACAGA

GAAAATGGCGCTCACCGGCGGTAGGTCACTGGAACGATGCCGGCACGGTACTCG

GCGATCTTAAGGAACATTGGCATGGCGAGATCAAAGTGGGGGCGGGGTGGATTG

CACCATCCTCCATTATCAGAGGGTAGAGCATAGTTAGGCGGGCAGAAGTTCGTCG



CCGTCACGAGAATGGAAGGGCTTCCTGGATGACACCATTGAGGATCATCAGCAC

ACTTGATCTCGAAACAAGCTCCGCAGCTCTGGCCATTGTCGAACAATGCAGTGCT

CAGCGCCGCCGTCTGTACACCGTATCCCTGGCTGTAAAGGTTCCCGTACCCACAC

GCCCCACCTGCATTCAAAATCCACAAATATAAACCTGGATCTCATTGAAACAACA

ATGGTTCAAGAATAAATAGCGTGGGATTAACCAATGTGGGTTTACCCATGGTGCC

GGAAGCATCGCTTCCACCGTAAAAGGTTGCGTGTGCCTGATTCCATGTACCGCCA

ACATAGACGCCGGGAATGCGGGCGGCAGCCGGCGAAACTATTGCTGTCAGAAAA

ATTCCGACGGCTAATGCGGAAGCGGCGGAGCTGAGGCTAGACATCTTAACTAAG

TATAAGGAATAACGGCTAGGGAGAAAATGCGGGTAGGAAGTGTGAGGAGGAAG

GGCTACTTAAGGAGTGAGTTAGGGCAACACAGTGGCACTGGGTGTAATAAACGC

ACTTTTTTCACGGGAGGGGTAGGACAGGCGTTTTTTTTAAGGAAAATAAATGAAT

GAATAAAAACGATATGTTGAATTTCCCGCGCGCGGGTTGTCTGTTGCCTATATTTA

CGAGAATGGCACTAAGGGCATTTGTTATTCTTCTACTTGGCGCCGTCCGATGCTG

AAACTGCGGTCAGATTTGCAAGGAAGTGGGATAACCCTGTATCGAGGGTAATGG

TCGGGAGGGCGAATCATGTTCGTAAATAATTCCAGACCGTGGGGGTAATACGGGT

AGTCCAGTACTGTGATCATGAGGATGAGGCGCCGGGACGGAGGGGATAATGGGG

AAAGGCGTGGCGAAGGATTTGAAATCGCTGCTTTGCTTCAATCTCAAGTTGTGCC

GTTACGGACGGCCCAGATTCCACGACCTTTAATTTTTCGGTTTCTTTAATTTATGT

AATTTATTATAAAAGGATAAATTT 




