IDENTIFICATION
Species: Cicer arietinum
Locus: Ca_ 25515

Gene Model: Ca_25515
Description: CarEXPB-06
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Carietinum_v1 0
KEGG: https://www.genome.jp/entry/T02819

EXTERNAL RESOURCES
https://www.pulsedb.org/bio data/80
http://www.cicer.info/databases.php



https://phytozome-next.jgi.doe.gov/info/Carietinum_v1_0
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GENE STRUCTURE

CarEXPE-06
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE

Query seq. HISAGEP, TYOLGHGUG S E W ENPACS NPTV T TOECAG OSSP AL SGRRFGTeS S 0DGHLRKVEK [VWOHRRVPC TYNGYS IAPHYDPKSNPY YF AT AVEYENGDGDLK TVEL PMEAF GNTWN TGS YGAVUKYNKIISL LRAPFS IRLT TIESGK IFVAKNVI PAGUKP GO TYRALGHF 1%
Superfanilies ¢ OPEE_Riph_EXP_N-like superfamily

PLNOS0ZS
List of domain hits .

Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-like super family ci41724 double-psi beta-barrel fold of RIpA, N-terminal domain of expansins, and similar domains; The 1-89 1.79e-52
[+] PLN03023 super family 33621 Expansin-iike B1; Provisiona I 4-187 1.20e-33

>CarEXPB-06

MISAGSPLIYQSGKGCGSCYEVKCIGNPACSGNPVTVTITDECPGTCGSDSPYHFDLSG
RAFGAMANSGQDGNLRKVGKIVVQHRRVPCIYNGVSIAFHVDPKSNPYYFATAVEY
ENGDGDLKTVELMEAFGNTWVTMQQSYGAVWKYNKQSLLRAPFSIRLTTIESGKIFV
AKNVIPAGWKPGQTYRALGNFI*

CDS (coding sequence)
>CarEXPB-06

ATGATATCAGCCGGAAGCCCTCTCATCTATCAATCGGGAAAAGGCTGTGGTTCTT
GTTATGAGGTGAAGTGCATTGGAAATCCTGCATGTTCAGGAAATCCTGTGACAGT
TACTATTACCGATGAGTGTCCTGGTACTTGTGGATCAGATTCTCCATATCATTTTG
ATTTGAGTGGTAGAGCTTTTGGTGCCATGGCAAATTCAGGTCAAGATGGAAATCT
TCGTAAGGTTGGAAAAATAGTCGTTCAACATAGAAGAGTTCCATGCATTTACAAT
GGTGTCTCAATAGCCTTCCACGTCGACCCTAAATCTAACCCATATTATTTTGCTAC
CGCGGTTGAATATGAAAATGGGGATGGTGATCTTAAAACAGTTGAACTTATGGAA
GCATTTGGCAACACTTGGGTTACAATGCAACAATCATATGGTGCTGTTTGGAAAT
ATAATAAACAGTCACTACTAAGAGCGCCATTTTCTATTAGGCTAACCACAATTGA
GTCTGGGAAGATATTTGTAGCAAAGAATGTGATCCCGGCGGGTTGGAAGCCTGGT
CAGACTTATAGAGCACTTGGAAATTTTATTTAA

Nucleotide
>CarEXPB-06

ATGATATCAGCCGGAAGCCCTCTCATCTATCAATCGGGAAAAGGCTGTGGTTCTT
GTTATGAGGTGCTAATAATTAATACAATTACTGCCTCAAAATAACAATTAATAAA
ATTATTATTACTAAAATAAAGTAAAAATAATAACGACGAAAATTCAAGATACAA
AAATAAATTCCAATTTTAACATGTAAATTAAAATTTTATCAGCATAATTTTTTTTA
CTAGATTTTATCAACATAATTTGGAAATTGTTTATTTCTATACGTAACATTGTTAT
TAATAGTGTCAGTTCAATAATAAAAGATTCTTTTTGTCATAATATATTATAACTTT
AAATATGTTATTACTAAATTGTTTAATAATCTTTAATTAATAATAATTTATTTTCCT
CAATTTTTATAAATTAAAAAAAAAAGTAATTTCCTCAATAGCAGGAGTTCAAAAA
AGAAGATGCTAATTATGGAAAATTTGTTTTTACTATAATTTCAGGTGAAGTGCATT



GGAAATCCTGCATGTTCAGGAAATCCTGTGACAGTTACTATTACCGATGAGTGTC
CTGGTACTTGTGGATCAGATTCTCCATATCATTTTGATTTGAGTGGTAGAGCTTTT
GGTGCCATGGCAAATTCAGGTCAAGATGGAAATCTTCGTAAGGTTGGAAAAATA
GTCGTTCAACATAGAAGGTATTATCTCTGTTTCTCTTTAAGCTTTTGTTTTGTAGA
GGTTTTTTTAGGGTTTTATTTATGTGTCATTTTTAATGTTCCAAGGTTATATTGACC
ATTACTTTTTTGTTAATATATAAAATGTTTTTAATCATAAAAAAATCTAAAATAGT

CAACGGGGTCATAAAAAAATTAGACAATTTTTTGTTTATGTTTTTATTTTTATCTTI
TTAAATGTAAACAACCTTAATTAATTGAGTAAAAAAATAAAATAATTTACTTTCA
ACATTTAAGTATTTTGTTTACAATATTGCAATTATATAAACTATTGATTCTTTAAT
GCAGAGTTCCATGCATTTACAATGGTGTCTCAATAGCCTTCCACGTCGACCCTAA
ATCTAACCCATATTATTTTGCTACCGCGGTTGAATATGAAAATGGGGATGGTGAT
CTTAAAACAGTTGAACTTATGGAAGCATTTGGCAACACTTGGGTTACAATGCAAC
AATCATATGGTGCTGTTTGGAAATATAATAAACAGTCACTACTAAGAGCGCCATT
TTCTATTAGGCTAACCACAATTGAGTCTGGGAAGATATTTGTAGCAAAGAATGTG
ATCCCGGCGGGTTGGAAGCCTGGTCAGACTTATAGAGCACTTGGAAATTTTATTT
AA





