
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.1874s0002 

Gene Model: Kalax.1874s0002.1.p 

Description: KlEXPA-60 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPA-60 

MGFAGFFLVWFLSLGALVSGYGEGWSDAHATFYGGGDASGTMGGACGYGNLYSQ

GYGTDTAALSTALFNNGLSCGACFELKCMNDNQWCRPRSIVVTATNFCPPNSLGGW

CDPPHQHFDLSQPVFLQIAAYKAGVVPVAYRRVPCRKKGGIRFTVNGHRYFNLVLIT

NVGGAGDVQSVSVKGSRTDWQPMSRNWGQNWQSNSDLNGQSLSFKVTTSDGRTVT

CNNVASNGWQFGQTFSGLQFP* 

CDS (coding sequence) 

>KlEXPA-60 

ATGGGGTTTGCTGGGTTCTTCTTGGTGTGGTTTCTCAGCCTGGGTGCGTTGGTGAG

TGGGTACGGCGAGGGCTGGAGTGATGCTCATGCTACATTCTACGGAGGCGGTGAT

GCCTCTGGCACAATGGGCGGCGCCTGTGGGTATGGCAATCTGTACAGCCAAGGCT

ACGGGACTGACACAGCGGCTTTGAGCACTGCTCTTTTCAACAATGGATTGAGCTG

TGGTGCATGTTTTGAGCTCAAATGCATGAATGACAACCAATGGTGCCGCCCCCGT

TCTATTGTGGTCACTGCCACTAACTTCTGCCCGCCCAACAGTCTTGGAGGCTGGTG

TGATCCTCCCCACCAGCACTTTGATCTTTCCCAGCCAGTGTTTTTACAAATAGCTG

CCTACAAAGCCGGTGTTGTCCCGGTGGCGTACAGAAGGGTTCCCTGCCGCAAGAA

AGGAGGTATCAGATTCACAGTCAACGGCCATCGGTACTTCAACCTGGTACTGATA

ACCAACGTTGGCGGCGCAGGGGACGTGCAGTCAGTTTCAGTCAAAGGATCAAGA

ACCGACTGGCAGCCCATGTCAAGAAACTGGGGCCAGAACTGGCAAAGCAACTCA

GATCTCAATGGCCAGAGCCTCTCCTTCAAGGTGACCACCAGTGACGGCCGCACCG

TCACCTGCAACAATGTCGCTTCTAATGGCTGGCAATTCGGCCAAACCTTTTCAGG

ACTTCAATTCCCATGA 

Nucleotide 

>KlEXPA-60 

AACCAAACACAGCCTAATTGAATCCTCAAAACAACAAATTTCGTTACGATTTATT

CTTAACATGAAATTAAGATTTTCCTTCAAATTGCGATGAGCGTTGCGACGAACAG

TTTTTAGGCAGGGCAACAATGTCGTTGCTAAAAATGTGTGACGACGTCAGCATCC

CCGAGCGTAACGAAAAAAACATGTTCACCGAGTCATCGCAGCCTGAAATCACTC

GCGGCAGCAAGCAACAGACTAGCAGCTTTGTCCGCGCGCCCACGTGTCCCCCCTC

GACCATAAACCTCCGAACGATTTCAATTTCCGAAGACAAGAACAACAACAACGA



CTCCCGATGACACTTGGCGTTGTGATCTCACTACCCATTAAGCCTCCGTCTCTGTT

GTTTTGCTGTGTGCTGTGTGCTGTGTGCTGCGTGTGCTCGATGTTGCTGGCTGCTT

CTATATATTCACCCCCTCAGTCCCATTCATTTCCCATCAATGCTCGGTTCTTCTACT

TGCCTGATTAGCTTCGGTATGTGGGTTTTTTCTGAAGCTCAACTGTTCGATGAAAT

GCCTCAATGAGTGTGTCAAATGATGACATTTTGTTGTGCAGGAAAAAATGGGGTT

TGCTGGGTTCTTCTTGGTGTGGTTTCTCAGCCTGGGTGCGTTGGTGAGTGGGTACG

GCGAGGGCTGGAGTGATGCTCATGCTACATTCTACGGAGGCGGTGATGCCTCTGG

CACAATGGGTGAGTCCTCAATCTTTCACTGCTCAGCTCAGTACTGATAGTAGTCTG

CTGTTACGTTACGGATCGACTTTGATACATGCCCGAGTGGCTATATGTTGAAAGT

CTTGTTCTTTTGAATTTTGAGCTCAGGCGGCGCCTGTGGGTATGGCAATCTGTACA

GCCAAGGCTACGGGACTGACACAGCGGCTTTGAGCACTGCTCTTTTCAACAATGG

ATTGAGCTGTGGTGCATGTTTTGAGCTCAAATGCATGAATGACAACCAATGGTGC

CGCCCCCGTTCTATTGTGGTCACTGCCACTAACTTCTGCCCGCCCAACAGTCTTGG

AGGCTGGTGTGATCCTCCCCACCAGCACTTTGATCTTTCCCAGCCAGTGTTTTTAC

AAATAGCTGCCTACAAAGCCGGTGTTGTCCCGGTGGCGTACAGAAGGTAACTAAC

GAATACAGGGAAGCCGCAGCACCATCTTGTGTAGCTTCATCTAGCCATGCATTGA

AATTTATGATGATCTTTGTGTAGGGTTCCCTGCCGCAAGAAAGGAGGTATCAGAT

TCACAGTCAACGGCCATCGGTACTTCAACCTGGTACTGATAACCAACGTTGGCGG

CGCAGGGGACGTGCAGTCAGTTTCAGTCAAAGGATCAAGAACCGACTGGCAGCC

CATGTCAAGAAACTGGGGCCAGAACTGGCAAAGCAACTCAGATCTCAATGGCCA

GAGCCTCTCCTTCAAGGTGACCACCAGTGACGGCCGCACCGTCACCTGCAACAAT

GTCGCTTCTAATGGCTGGCAATTCGGCCAAACCTTTTCAGGACTTCAATTCCCATG

AACCACCTCCTCCACCATCCACCCATCCATCTAGTTACATAAATGATTAATCTTTT

AGTCTTGGGTCAGTCAGTTCAGAGGATTTGGGTCCCAGAAAATGGTCGAGGGGGC

TCCATCTTTTTTGATATGTCCCCCATCATTTCCTGATGCATTTTTCTTGGTGGGTTC

TGGTCTGCCCTGCCCTGCCCTTGCCTGTTGGTAATGGTAATGGACACCAGCATCTA

CTAGACATGTGAAGTGCGTCACTTATGTTGTCTCTCTATGACTCCGAGCTGCTTAT

CATGCCTTGTTAGTCTTCCATTTGTGTGTTTTCAGAGGGCGATGGTACCTTAATTG

AAATTGTCATCATCAGATTCTGATTAAGATATGAATCGAAATGTTATTAGAATTA

TGACCTGTGGTGTGCTCCATCTTATGGACCGTATTGCTGAGAGTTGCTTGTCATAT

ATTCTTCATGATGTTGCTCAAATCCTTTCTTCGTATGCTCATCTCGTGGTACATGA

GTTTTTGACAGTGTTTACGGACCCAGACTCTGCTTTTTAGATCCGAAAACATACGC

TGTACGCGTACATAGTATCTGTGATCAGATAGCATATGATGAGATCCAGAACGGG

TGATAGCTCATCCAAATCCTAGGACATTAG 




