IDENTIFICATION

Species: Setaria viridis

Locus: Sevir.8G199200

Gene Model: Sevir.8G199200.1.p
Description: SVEXPB-14
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
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Query seq.

binding site 4 oy
Specific hits Pollen_allerg_ 1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits o
Name Accession Description Interval E-value
[+ DPBB_EXPB_N 422275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 44-165 1.60e-83
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pil and Plll from Lolium perenne 173-249 2.68e-31

MASMIASSKMIALRALIFLLLVLYGSCTRIVNFNASHITADPYWVAARATWYGAPTG
AGPYDNGGACGFKNVNLPPFSAMTSCGNQPLFKDGKGCGSCYQIRCLNHPACSGNP
ETVAITDMNYYPVAKYHFDLSGTAFGALAKPGRNDELRHAGIIDIQFKRVPCIYPGQ
MVTFHIEHGSNPNYLAVLVEFEDGDGDVVQVDLMEANSGWWTPMRESWGSIWRLD
TRRPLTAPFSLRITNESGQKLVAYQVIPANWAPNTYYRSNIQYQAFSSDDGLDIGSAA
GLVTSDMSGVLCGYAVGGVVCLQQFDDENHNIPMNFVDSSAFVFPHL*

CDS (coding sequence)
>SVEXPB-14

ATGGCATCCATGATCGCCTCGTCCAAGATGATTGCACTTCGTGCACTGATCTTCCT
CCTCCTTGTCTTGTATGGCTCATGCACTAGGATCGTCAACTTCAATGCCTCCCACA
TCACCGCAGACCCCTACTGGGTGGCTGCCAGGGCAACTTGGTATGGTGCGCCAAC
CGGCGCTGGCCCCTATGACAATGGTGGAGCTTGCGGGTTCAAGAACGTGAACCTG
CCTCCTTTCTCGGCCATGACGTCATGCGGCAACCAGCCCCTGTTCAAGGATGGCA
AGGGCTGCGGCTCGTGCTACCAGATAAGATGCCTCAACCACCCTGCATGCTCCGG
CAATCCGGAGACGGTGGCAATCACTGACATGAACTACTACCCAGTCGCCAAGTAC
CACTTTGACCTCAGCGGCACGGCGTTTGGTGCCTTGGCAAAGCCCGGCCGCAATG
ATGAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGGGTGCCCTGCAT
CTACCCCGGGCAGATGGTGACCTTCCACATCGAGCACGGCTCAAACCCTAACTAC
TTGGCGGTGCTCGTTGAATTCGAAGATGGCGACGGCGATGTCGTCCAGGTGGACC
TCATGGAGGCCAACTCCGGGTGGTGGACGCCGATGCGGGAGTCGTGGGGATCCA
TCTGGAGGTTGGACACCAGACGACCGCTCACGGCCCCCTTCTCGCTGCGCATCAC
CAACGAGTCTGGCCAGAAGCTGGTGGCTTACCAGGTCATCCCGGCCAACTGGGCG
CCCAACACCTACTACCGCTCCAACATCCAGTACCAGGCTTTTAGCTCTGATGATG
GTCTGGATATTGGCTCTGCTGCTGGACTGGTGACAAGTGATATGTCGGGTGTCCT
ATGCGGCTATGCTGTAGGAGGTGTTGTGTGTCTTCAACAATTTGATGATGAAAAC
CATAATATTCCTATGAATTTCGTTGATTCCTCTGCATTTGTTTTCCCCCACCTCTGA



Nucleotide
>SvEXPB-14

GGCGAACGAGCCGCGAGACGGAGGCGCGGGGGLGGAGCGGATGGCGACCTAGG
GTTCGCCGATTCAAATCGGCGGCGCGCGGTGGCCATCCCCCGCCGGATCCGGGCA
TCCGGCGACGGCGACTCGGGCGACGCGTCGACGGAGGGAGCCAGGGAGGCAGG
AGAGGAGGAGCGAGCCGGCGTCCGGCAAGGGAGGCGCGGCCGCGCGGAGGAGA
TCCGGCGGGCGGCAGCGGCGGLCGGGETGGGCTGGCTCTCCGGLCGGCGCCCTCAGC
CGACAGCCTGGCGTAGCAGGAGCAGAGGAGCGACAGGGAAGCAGCCGACACCC
AGCACCAAGCCGGTAGGCAAGCAGCAAGGTAGCTCACCAATTTCAGTTATTCGTA
ACTTGTTTTGGTTAGCTTGCAGCCTTGCACACTGGTAGCCATGGTAGGAAGCTAG
GAATGTAGGATTGTAGCGCATTGGTAGCGCATTGCGCATTGTTGTGAGAAAACAT
GGAATGCACATTGGTAGCCGGCGGTAGGAATGTACATCTGTAAATTCGCAAGCA
ACTAGTAATTTGTGAAGATGTTTTATTCAGTGTGAATGAAGATGGTATAATGGTA
TAATGGAGACTTTATGGCTGTTGGAAAGCATAAGCCCGACATCGGGAAGAAATA
GTATTGTTGTCTTATTTGAACTATTGTAAGTGTGTAAGCTCTCTTTTGAGGCAAAT
TTAATACTTAATTGTGGATCTGAAGATGTTTGTAGGACAAGCTTTTGTTCTTGTAT
TTAAGTTGATAATTTACATGAGATATTCAAAAGTTTTGACTTATTGGACCACCCTA
GCTTCAAATCCTATATAAGCGCGACTGACCTGATGCCTCCATTCCTTTCATGTTTT
GCTCCAGAGCCATGTAACCCTCCACCAAAAAGACATCAGGTGCTCTGCGTTTGCT
CCAGAGCCATGTGACCCCACTACCAAAGGATATCCTGGCAAGGTGCTTCTCGGGC
TGACCATCGAAACAGAGAGCTTCATGCCTGCCTAGTACTAGCAGCTAACGATCTA
GCTAGTAAGATGGCATCCATGATCGCCTCGTCCAAGATGATTGCACTTCGTGCAC
TGATCTTCCTCCTCCTTGTCTTGTATGGCTCATGCACTAGGATCGTCAACTTCAAT
GCCTCCCACATCACCGCAGACCCCTACTGGGTGGCTGCCAGGGCAACTTGGTATG
GTGCGCCAACCGGCGCTGGCCCCTATGACAATGGTATGTACATTAATGTCGGTGC
ATGGCGCCAGATTATATATGGTGTGTATTGTTGTTGGACGATCTATAAGCTTCCAT
GCATGCAGGTGGAGCTTGCGGGTTCAAGAACGTGAACCTGCCTCCTTTCTCGGCC
ATGACGTCATGCGGCAACCAGCCCCTGTTCAAGGATGGCAAGGGCTGCGGCTCGT
GCTACCAGGTACGTTACTTGGTCAGAGATACTATTTCTAGGATGTCGACAAGCTT
GTTTGTGCTGTTGGATGCCCTCATGAAAATGGAAACAGAGATACACTGAGAGAA
AACTAGATGAGGCACAGTGGACTAAATCCTTTCATTTGTTGCTGACCTTTCTCAGA
TAAGATGCCTCAACCACCCTGCATGCTCCGGCAATCCGGAGACGGTGGCAATCAC
TGACATGAACTACTACCCAGTCGCCAAGTACCACTTTGACCTCAGCGGCACGGCG
TTTGGTGCCTTGGCAAAGCCCGGCCGCAATGATGAGCTCCGCCACGCCGGCATCA
TCGACATCCAGTTCAAGAGGTCTGTGACATGCACTGCTTATTTCATAGAACCAGA
GGCCAACCAATCTCATGGCCCTACTTTGCTATGGAGCCCTTGTACTTTTGCTCAAC
AAACTTTAGCGACAACAATCAGTTTGAGTAGATTCGCACAAATAGCAGTAGTACT
TCCACTTTACAATTTGGTGTTTTATATATAACATGTAACATATAACATGGCCTAAT
CCAAATTACATATAACATGGCCTGTTCCTGTAGGGTGCCCTGCATCTACCCCGGG
CAGATGGTGACCTTCCACATCGAGCACGGCTCAAACCCTAACTACTTGGCGGTGC
TCGTTGAATTCGAAGATGGCGACGGCGATGTCGTCCAGGTGGACCTCATGGAGGC
CAACTCCGGGTGGTGGACGCCGATGCGGGAGTCGTGGGGATCCATCTGGAGGTT
GGACACCAGACGACCGCTCACGGCCCCCTTCTCGCTGCGCATCACCAACGAGTCT
GGCCAGAAGCTGGTGGCTTACCAGGTCATCCCGGCCAACTGGGCGCCCAACACCT
ACTACCGCTCCAACATCCAGTACCAGGCTTTTAGCTCTGATGATGGTCTGGATATT
GGCTCTGCTGCTGGACTGGTTATTAGCTCTGCTGCTGGACTGGACACGAAAATTC




TCGGCGTTATTGGCTTGATTTGTTTGGTGTTGTCTCGTTTGCATGGGACTGATGTG
CCGTAGTTAATTTGCAGGTGACAAGTGATATGTCGGGTGTCCTATGCGGCTATGC
TGTAGGAGGTGTTGTGTGTCTTCAACAATTTGATGATGAAAACCATAATATTCCT

ATGAATTTCGTTGATTCCTCTGCATTTGTTTTCCCCCACCTCTGAAAACTATAAAA
AAAAACTCGT





