
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.1351s0007 

Gene Model: Kalax.1351s0007.1.p 

Description: KlEXPA-56 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPA-56 

MACPQPVFLFLLLAVVLSLAASFTTVSCQDGDWDSANATSTFNGQDLAGCGFENQT

EYQGMTVAVSAAMYENGKTCGACFEIRCNGSSACLPKTIQVTAAKSCAASYFNGTR

NWCQEPRKHFELPTSIFSSISNDEGAVVPVQFRRVTCDRQGGMRFRLLGSGETVGVM

VYNVGGTGEVVDVKMKGDSSSSAAASGWVEMINGDDQRWVTADRMSSLSGQSLSF

RVTSSNGKVIECMNVAPKDWKFGESYEGDQF* 

CDS (coding sequence) 

>KlEXPA-56 

ATGGCTTGCCCCCAACCAGTTTTCCTCTTCCTACTGTTGGCTGTTGTACTCTCTCTT

GCTGCATCTTTCACCACCGTCTCATGTCAGGACGGTGACTGGGATTCAGCCAATG

CAACTTCCACCTTCAACGGCCAAGACTTGGCAGGTTGCGGTTTCGAGAATCAGAC

CGAGTACCAAGGCATGACGGTGGCGGTCAGCGCAGCTATGTACGAAAACGGGAA

AACATGCGGGGCTTGCTTCGAGATAAGATGCAACGGCAGCTCAGCCTGCCTGCCC

AAAACCATCCAAGTGACCGCAGCCAAATCCTGCGCAGCCAGCTACTTCAACGGC

ACACGGAACTGGTGTCAAGAACCCCGCAAGCACTTCGAGCTCCCCACCTCCATCT

TCTCATCCATCTCCAACGATGAAGGGGCGGTTGTGCCGGTTCAGTTCAGGAGAGT

GACTTGTGACAGACAAGGGGGCATGCGGTTCAGGCTGTTGGGCAGCGGTGAGAC

TGTGGGAGTGATGGTGTATAATGTGGGTGGGACTGGGGAGGTTGTGGATGTGAA

GATGAAAGGGGATTCGTCGTCGTCGGCGGCGGCGAGCGGGTGGGTGGAGATGAT

AAACGGGGATGATCAGCGATGGGTCACTGCAGACAGGATGTCATCGCTGTCTGG

GCAAAGCCTGTCGTTTCGAGTCACCTCAAGCAATGGGAAAGTGATTGAGTGTATG

AATGTTGCACCTAAAGACTGGAAATTTGGAGAATCTTATGAAGGAGATCAATTCT

AG 

Nucleotide 

>KlEXPA-56 

CAACCCCACAATATAATGGCTTGCCCCCAACCAGTTTTCCTCTTCCTACTGTTGGC

TGTTGTACTCTCTCTTGCTGCATCTTTCACCACCGTCTCATGTCAGGACGGTGACT

GGGATTCAGCCAATGCAACTTCCACCTTCAACGGCCAAGGTACATGCATATGCAT

AACTACTTTGGTATTAATACTTTTTATCATGCTAAAAGTTGTGTTTAGTTAAAATG

GGTTTTTTTGTACGTTGGGAAAATTTCAACAGACTTGGCAGGTTGCGGTTTCGAG



AATCAGACCGAGTACCAAGGCATGACGGTGGCGGTCAGCGCAGCTATGTACGAA

AACGGGAAAACATGCGGGGCTTGCTTCGAGATAAGATGCAACGGCAGCTCAGCC

TGCCTGCCCAAAACCATCCAAGTGACCGCAGCCAAATCCTGCGCAGCCAGCTACT

TCAACGGCACACGGAACTGGTGTCAAGAACCCCGCAAGCACTTCGAGCTCCCCAC

CTCCATCTTCTCATCCATCTCCAACGATGAAGGGGCGGTTGTGCCGGTTCAGTTCA

GGAGAGTGACTTGTGACAGACAAGGGGGCATGCGGTTCAGGCTGTTGGGCAGCG

GTGAGACTGTGGGAGTGATGGTGTATAATGTGGGTGGGACTGGGGAGGTTGTGG

ATGTGAAGATGAAAGGGGATTCGTCGTCGTCGGCGGCGGCGAGCGGGTGGGTGG

AGATGATAAACGGGGATGATCAGCGATGGGTCACTGCAGACAGGATGTCATCGC

TGTCTGGGCAAAGCCTGTCGTTTCGAGTCACCTCAAGCAATGGGAAAGTGATTGA

GTGTATGAATGTTGCACCTAAAGACTGGAAATTTGGAGAATCTTATGAAGGAGAT

CAATTCTAGTCGACTTTCAGCAGCAACAAACTGAAGCAGTTTTTTTCATTTTTCTT

ATCTCACCTCACAAATAACTTGTCTTTTGAGACGACTCTTATGTTTCATTTTCACC

ATTTTCCTTTATTTTCTTCCTCAATAAAAATATTAAAGATGATATTATTGTTCTGAC

AATACGAATGATTACGAAGATCAGACTTAAAATGCATCATCTAGAGACACCAAA

TTTCCAGTACATCTGGTTCTA 




