
IDENTIFICATION 

Species: Brachypodium sylvaticum 

Locus: Brasy9G223500 

Gene Model: Brasy9G223500.2.p 

Description: BsyEXPB-25 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy  

https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BsyEXPB-25 

MKARVGSVSPVLFKGGEGCGACYKVKCLDHGICSRRAVTVIVTDECPGGICGGGHT

HFDLSGAAFSRMAVAGAGAHLRDRGQLSVVYRRTACKYGGKNIAFHVNEGSTNFW

LSLLVEFEDGEGDIGSMQLKQASSAQWLDMKHVWGATWCMYGGPLAGPFSVRLTT

LSAPKTLTARDVIPRNWAPRGTYTSRLNFEASL* 

CDS (coding sequence) 

>BsyEXPB-25 

ATGAAGGCGCGGGTGGGGTCGGTGAGCCCGGTGCTGTTCAAGGGCGGCGAGGGC

TGCGGAGCCTGCTACAAGGTGAAGTGCCTCGACCACGGGATCTGCTCGCGCCGCG

CCGTCACGGTCATCGTCACCGACGAGTGCCCCGGCGGGATCTGCGGCGGCGGCCA

CACGCACTTCGACCTCAGCGGCGCCGCCTTCAGCAGGATGGCCGTCGCCGGCGCC

GGCGCCCACCTCCGCGACCGCGGCCAGCTCTCCGTGGTCTACAGACGAACTGCCT

GCAAGTACGGAGGGAAGAACATAGCCTTCCACGTGAACGAGGGCTCGACGAACT

TCTGGCTCTCGCTGCTCGTCGAGTTCGAGGACGGCGAGGGCGACATTGGATCCAT

GCAGCTAAAGCAGGCGAGCTCGGCACAGTGGCTGGACATGAAGCACGTGTGGGG

CGCCACGTGGTGCATGTACGGTGGCCCGCTCGCGGGGCCCTTCTCCGTGAGGCTG

ACGACGCTGTCCGCCCCGAAGACGCTCACGGCCCGGGACGTCATCCCCAGGAACT

GGGCCCCCAGAGGAACCTACACGTCCCGCCTCAACTTCGAGGCCTCTCTCTGA 

Nucleotide 

>BsyEXPB-25 

ACGCTCCACCGACACTCCTGGTAACTTTGATTCTGCATCCGTAAATTCTGATAATC

CACCAAGCCGTCCAGTACGCCTGTTTGCTGCATTTACACTTGGAACTCAGAAGTC

AGAGCACCACAGCTAGTCGTACCACCTGCAGTAGATTCGAGTACTACTACCTCAG

TTCTGTCGTCAATGAGCTGCATGTCTACTTTTAACTGTGCGTTTAAGTAATTTTCG

CGATTTCTAACGGCGGATGGGACAATTTTTTTTCTCAGGGGGCGCGTGCGGGTAC

GGGACGCTGGTGGACGTGGTACCGATGAAGGCGCGGGTGGGGTCGGTGAGCCCG

GTGCTGTTCAAGGGCGGCGAGGGCTGCGGAGCCTGCTACAAGGTGAAGTGCCTC

GACCACGGGATCTGCTCGCGCCGCGCCGTCACGGTCATCGTCACCGACGAGTGCC

CCGGCGGGATCTGCGGCGGCGGCCACACGCACTTCGACCTCAGCGGCGCCGCCTT



CAGCAGGATGGCCGTCGCCGGCGCCGGCGCCCACCTCCGCGACCGCGGCCAGCT

CTCCGTGGTCTACAGACGGTGAGCACTCGTTTACACGTTGAGTTCTTCAGGTCTTT

CCTTTCCTTCTTGGTGCATTGTCCGTTGCTGCGAGCTTGATCTGGTCAGTTAGTAG

TCAGAGATGCGATATCTATTGTCAAGATTCCTGGTGAATTCCTCTAGGTCCGTTCA

CCAGTCTGTCTGACCATAGAAAAACTGTCGTATATCCCCCCCAAAAAAGATAAAG

AACTGTGCCAGTCTCATCAGTAGATTTTTGCGACTAGGAATATCGATTAGTGAAG

CCTAAGATTTCGTGTTTCTTTTGTCTGATAGATTGATCAGTGCCGTGTACTTAATT

ATGTTTTGTATCAGAACTGCCTGCAAGTACGGAGGGAAGAACATAGCCTTCCACG

TGAACGAGGGCTCGACGAACTTCTGGCTCTCGCTGCTCGTCGAGTTCGAGGACGG

CGAGGGCGACATTGGATCCATGCAGCTAAAGCAGGTACGTAACGAGAGCGAGGT

CTTCTTTTTTGAGAAATTAACATAGCATGACTCTTTACTTTCGTTCACTGCCTTTTC

CGCGTTACCTGGATAGTACAGTAGTAGCACATCAACAAAGGAAATGGGGAAATG

TAGTTATCTTTTGCCTTTCACTGCCTTCGAGTGGTGGGAACAAGCTGAGTGAGTGG

GTACATGGGACGTATGTTCCGTGGGGTGCAATAGGACCGCAGATTGTTTCCTTTG

CGAAAGCATGTGAGCTCTCTTTCATCGTCCCTCCCTGCTCCATGTGGCTGAGGACA

TGTTCCACTGTTGGTTGCTTTTACTTACCATCATGCGCCATGCCTATGCTGGTGGC

TAGCATAGCAATGCCATCGTTGTTTGGTATCCGTGCTGTGATGCCCGCTGTTGAAC

AAACTGAACTTAGTAGAATCAAAATTCCATATGATATGGTACGCCGCGGGGTCAA

CACTTGTTGCCTCCTACTCGCAAAAAAAACACTTGTTGCCTCTGTGGTCTCGAATG

GCAATCGACTGACTTTAAAAAAAAAAATTGTTACAACAAGACACAGGTGACTGA

GTGAAACAAAAAAAAAAGATATAAATAATAGAAACTGTTTGCTCAATCTAAGCT

CATACTCCATTCTAAAAGGAACAGCCACCAGACACAGAAACCCGCCACACGTGA

CCAAGAAAGCGTGCTAATACTTTCTTGCCCTGTCTACCACACAGGTCACACAGGC

CAAACCACACGGTCTAGTCAAACCTCTTGTGAAGATATCATTCGCTTTGCCTTATG

ATGCTCATCCGGAACATAGTAGTATAAAGAATCCGATGTAAGTGCACACTGAGCA

GCAGCACCCAGTTGACAGCCCCCAAAGGCAAGCACATCAAAGCCTCGCCTTTCTC

CCGGAAATCCACAGCCCAACGATGCTGCCGCTTTAGCCCGGTCAATCGGTCCTAG

AGACTGCATTGCTTATGCTTTCAGGGTTGATTTAATCTGACACCCATCCCGCACGC

TCTTGACTGGGTTGCGCACTTGCGCGGTCTCGTAGCATCCAAAGATTCGGGAGCA

CGATGCTGCTCTGTGTCGCGCTGTAAATAAAGCTCGTTTCAGGCTCTGCTTATTAC

TCACTGTAGAGCTTATAGTTCGAGCTCCTGTAATATCAGTAACACAGAGGTGCTT

ACATGTACAGTATGTACATTTTTTTTTTGAGGGGACAGTATGTACTTTCTTGACAT

ATTCACATGGTGCGTGCAGGCGAGCTCGGCACAGTGGCTGGACATGAAGCACGT

GTGGGGCGCCACGTGGTGCATGTACGGTGGCCCGCTCGCGGGGCCCTTCTCCGTG

AGGCTGACGACGCTGTCCGCCCCGAAGACGCTCACGGCCCGGGACGTCATCCCCA

GGAACTGGGCCCCCAGAGGAACCTACACGTCCCGCCTCAACTTCGAGGCCTCTCT

CTGAGATGGACCGGACCGGGCCACGTTTTATCGGCCCGGATGGAGCCCGCCAAGT

GGGGCCGCAAAGCAGGCCCACATGGCGAGCAGGCTATCTGTTGGGTGGACGGAG

TAGATTTTGTTTATCGCGGGTGTGGTCTGTGATCATTTGATGATGCGTAGCGTAAT

GTGTGTTTAGCAGGAGTAGTTTGGATCAGGAGCTGGGTGATCTGGCCCGAAGCGA

GCAGCCGTCCTCTCCAAAAGGAGAGAGAGCGTTTGCTGCGTTGCTTTGGAGGCTT

TTCCTGCTGGGAATCCGATGCGGAAGCCGATTGGACCGGAGGGTTTTGGACCCCT

TCTTGGTCGCCGCTCACTCTTTTCATCTACTGCTCTACTGCCTTTCTCTGTTTGCGT

GTTTTTCTGTCTGTTAAATTGTTCACCCTCGTTGAAGTGAAGGGGTCGTTAGAAAA

TGTGTTTCATGCTTGT 




