
IDENTIFICATION 

Species: Arabidopsis thaliana 

Locus: AT4G28250 

Gene Model: AT4G28250.1 

Description: AtEXPB-08 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

TAIR: https://www.arabidopsis.org/  

KEGG: https://www.genome.jp/entry/T00041  

 

https://www.arabidopsis.org/
https://www.genome.jp/entry/T00041


EXTERNAL RESOURCES 

https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0e

f939ecd1d29302d8a4a92c1bc3&x.Overview=1&Start=1  

GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>AtEXPB-08 

MQLFPVMLATLCIVLQLLIGSSALATTNRHVSNSHWLPAVATWYGSPNGDGSDGGA

CGYGTLVDVKPLHARVGAVNPILFKNGEGCGACYKVRCLDKSICSRRAVTVIITDECP

GCSKTSTHFDLSGAVFGRLAIAGESGPLRNRGLIPVIYRRTACKYRGKNIAFHVNEGS

TDFWLSLLVEFEDGEGDIGSMHIRQAGAREWLEMKHVWGANWCIIGGPLKGPFSIKL

TTLSAGKTLSATDVVPRNWAPKATYSSRLNFSPVL 

CDS (coding sequence) 

>AtEXPB-08 

ATGCAGCTTTTTCCAGTCATGTTAGCCACACTCTGCATTGTCCTGCAGCTTCTCAT

TGGCTCGTCAGCTTTGGCTACGACAAATCGCCACGTGTCAAACTCTCATTGGCTTC

CCGCAGTAGCTACATGGTACGGAAGCCCCAACGGTGACGGCAGCGACGGAGGAG

CGTGTGGTTACGGTACGTTGGTGGATGTGAAGCCGTTACATGCGAGGGTTGGAGC

GGTGAATCCAATTCTCTTCAAAAATGGTGAAGGTTGCGGAGCTTGTTACAAGGTT

CGATGCTTGGACAAGAGCATTTGTTCCCGGAGAGCCGTTACCGTCATAATTACCG

ATGAGTGTCCCGGCTGCTCTAAAACCAGCACTCACTTTGACCTCAGTGGTGCCGT

CTTTGGCCGGTTAGCTATTGCCGGAGAGTCAGGGCCTCTCCGTAACCGTGGACTA

ATCCCAGTCATTTATCGCCGGACTGCATGCAAATATAGAGGGAAGAACATAGCAT

TCCATGTGAACGAAGGATCAACTGATTTTTGGCTATCTCTGCTGGTCGAGTTTGAA

GATGGAGAAGGAGACATTGGCTCCATGCACATTCGCCAAGCAGGAGCCAGGGAA

TGGTTAGAGATGAAGCATGTATGGGGAGCCAACTGGTGCATCATTGGAGGGCCA

CTCAAGGGACCATTCTCCATCAAGCTCACCACTTTGTCTGCCGGTAAAACACTCTC

TGCCACCGACGTTGTCCCTAGAAACTGGGCTCCCAAAGCAACTTACAGTTCCCGC

CTCAACTTCTCCCCTGTCCTTTGA 

 

 

https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0ef939ecd1d29302d8a4a92c1bc3&x.Overview=1&Start=1
https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0ef939ecd1d29302d8a4a92c1bc3&x.Overview=1&Start=1


Nucleotide 

>AtEXPB-08 

CAAAAAGAGAAACCACAGAAAGCAGTTTGCTTCTACCTTTTATTTTTGTCTATATA

ACAACAACAACATTGACATATCAATTCACACATAAACTCACTCTCACTCTCTCAC

TGTCGGCAAACTAACTTATTCACTTTTCCGGCACTGATTCTGCTCGGGAAAAACA

ACTCCGGCACAAAATGCAGCTTTTTCCAGTCATGTTAGCCACACTCTGCATTGTCC

TGCAGCTTCTCATTGGCTCGTCAGCTTTGGCTACGACAAATCGCCACGTGTCAAA

CTCTCATTGGCTTCCCGCAGTAGCTACATGGTACGGAAGCCCCAACGGTGACGGC

AGCGACGGTAATTATAAGTCTATAACACATAATTAACCACACTTCACAGTCTAGT

GATTCCTAGTTAAACACTAACATTAACTTATATACCGCAATTGTGTAGGAGGAGC

GTGTGGTTACGGTACGTTGGTGGATGTGAAGCCGTTACATGCGAGGGTTGGAGCG

GTGAATCCAATTCTCTTCAAAAATGGTGAAGGTTGCGGAGCTTGTTACAAGGTTC

GATGCTTGGACAAGAGCATTTGTTCCCGGAGAGCCGTTACCGTCATAATTACCGA

TGAGTGTCCCGGCTGCTCTAAAACCAGCACTCACTTTGACCTCAGTGGTGCCGTCT

TTGGCCGGTTAGCTATTGCCGGAGAGTCAGGGCCTCTCCGTAACCGTGGACTAAT

CCCAGTCATTTATCGCCGGTACGTATATTAATATTATTCTCATTATTCTTGTCATTT

ATTAATGTTTATGCTCTTTCAATAACTAACTCGTGACAGTGCACGAGCATATAGA

AAAATAGGAATTATTTAGGTAAGAGGCTAAAACAGAGTTAATATAATTATTAGAT

TTATTGGAATGGGTGTGAATGTATTAAACAAAAGAGGTAACTTTAACGGCGATCT

CGTTTTGTATGGTCCCAACCATTTCTTGACCATTGACCATTTGATCTCTTTTTTCTC

ACTGATATAATTTTACCTTCTTTCTTTCTTTTGCATAATAAAAAAAGGACTGCATG

CAAATATAGAGGGAAGAACATAGCATTCCATGTGAACGAAGGATCAACTGATTT

TTGGCTATCTCTGCTGGTCGAGTTTGAAGATGGAGAAGGAGACATTGGCTCCATG

CACATTCGCCAAGTAACTCTCTTTTTATCTTTAATAACCAAACTCGTGCACGCACT

TCTTTAATTTCCCTTTTTTCGTACCACAAAGTCACTTCCACTTCAAAAGTCTTCTTT

TTATTTTATTTTACTGCACTAAATAAGAAAAAGGAGGAAACGAATCTCAGTGGAG

TGAGCACATGTATGGATCTTTTATTGACCAGCTAGCTAAAAAGGCACACCACATC

ACTCAAAGTCTTCTAAAAAGTAACAATAAAAACAGACTCAAAGTGTAAAGACTG

ATGGGCTTTCTTGTGTTTTGTGAATGTTTGGTGCAGGCAGGAGCCAGGGAATGGT

TAGAGATGAAGCATGTATGGGGAGCCAACTGGTGCATCATTGGAGGGCCACTCA

AGGGACCATTCTCCATCAAGCTCACCACTTTGTCTGCCGGTAAAACACTCTCTGCC

ACCGACGTTGTCCCTAGAAACTGGGCTCCCAAAGCAACTTACAGTTCCCGCCTCA

ACTTCTCCCCTGTCCTTTGAACCATCTCTTCTACATAGTCAAAGACTATTATAGTT

CTATTACTACTACTACTCGTGTGATCGTTTTTTTTTAGAGAGAAACAGAGTGACTG

CTGGCCGTAGGATGGAAACAGTAAGAAAAGTACATCCGAATCAACGGCTATTGC

GTTCTCTCCTCTTCCTTCTTGTGATGTGGATTTGTGTGTGTGTGATGTGTCGGTGAG

TGTGTTATAGAAGTCACTATAGCCATCTTCAAAGGGGAGATAGAGCTAGGAGTAG

TATTTGGTGGTGTCACGTCGTTTGTTTTTTCTATATAATTTTTGTCACTATGTCTTT

CTATTATGGGACATGGCATAATATATCATATGAATAATTTATCACTATGTCTTTCT

ATTGTGGGACATTACATAATAATGTATGATATGAATATTATGTACACTACTTCAG

AGAGAGCATTGGTATTCTACCAGAACCTTCAGAGTATCTCTTCTTGTTTCGTCTCC

TCAAAACCCAAGAAATATAAAATATACTACGAACTAATACGAAGCTTCAGGTTCC

ACTTCAGGTTCCACTTCTGTTTCAGAAACTGCATCTTTTGGGGTTTGTTCCCAACT

GATATTGGCTCCTAAACATTTGTCCTTCATGTATTTTTCATCTTTAGTATATATCCT

CTTTCCTGATTTTGTTGGTTTTGGATGGAGGAAGTGGTATCACATATCACATATGT

TGTAGGATTCGTCTTCAGAAACTCTGACACATTCTTGATAGATTTCTCTGTTTTCC



CATCTCTGAAGGTTGTTTGTCTGCAACTTTTACCACTATGTTTTTCTCAATGTTGGG

AA 

 


