IDENTIFICATION

Species: Oryza brachyantha
Locus: XP_006647143

Gene Model: XP_006647143.1
Description: ObEXPA-07
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/10862?genome assembly 1d=1593936
KEGG: https://www.genome.jp/entry/T02995

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/organism/1941498
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Query seq.
Superfanilies

+ Name Accession Description Interval E-value
[+] PLN00193 super family 3342 expansin-A; Provisional 52-279 2.09e-130
SEQUENCES

Peptide

>ObEXPA-07

MAQARASALVFLAVASALVVMAAADDTSNTVTAATALAGPPAAAAAPAAGGWQK
AHATFYGGADASGTMGGACGYGNLYSQGYGTRNAALSTALFNDGASCGQCYKIAC
DRKRAPQWCRPGVTVTITATNFCPPNWGPPSDTGGWGNPPRPHFDMAQPAWEKIGIF
SAGIIPVIYQRVPCVKKGGLRFTINGHDYFQLVLVTNVAAAGSIKSMEVMGSNSTDW
MPMARNWGAQWHSLAYLTGQGLSFRVTNSDDQTLVFTNIVPPGWKFGQTFASKLQ
FK

CDS (coding sequence)
>0ObEXPA-07

GACATGGCGCAAGCTCGAGCGTCCGCGCTGGTGTTTCTCGCAGTCGCCTCTGCAC
TGGTGGTGATGGCCGCGGCCGACGACACGAGCAACACGGTCACGGCGGCGACGG
CACTCGCGGGCCCCCCCGCCGCAGCCGLCGGCGLCCGGLGGLLCGGTGGGTGGCAGA
AGGCGCACGCGACGTTCTACGGCGGCGCGGACGCGTCGGGCACCATGGGLCGGCG
CGTGCGGGTACGGCAACCTGTACTCGCAGGGGTACGGCACGCGGAACGCGGLGL
TGAGCACGGCGCTGTTCAACGACGGCGCGTCGTGCGGGCAGTGCTACAAGATCG
CCTGCGACCGCAAGAGGGCTCCGCAGTGGTGCAGGCCCGGCGTCACCGTCACCAT
CACGGCCACCAACTTCTGCCCGCCCAACTGGGGCCCCCCCAGCGACACCGGLGGC
TGGGGCAACCCGCCGCGCCCCCACTTCGACATGGCGCAGCCGGCCTGGGAGAAG
ATCGGCATCTTCAGCGCCGGCATCATCCCGGTCATCTACCAAAGGGTTCCTTGCG
TGAAGAAGGGTGGCCTGCGGTTCACCATTAACGGCCACGACTACTTCCAGCTGGT
ACTAGTTACGAACGTCGCGGCGGCCGGGTCGATCAAGTCGATGGAGGTGATGGG
TTCTAACTCGACGGACTGGATGCCGATGGCACGCAACTGGGGTGCTCAGTGGCAC
TCGCTTGCCTACCTCACCGGCCAGGGTCTCTCCTTCAGAGTCACCAACTCCGATGA
CCAGACGCTCGTCTTCACCAACATCGTGCCTCCGGGTTGGAAGTTCGGACAGACA
TTCGCAAGCAAGCTGCAGTTCAAGTGA

Nucleotide
>0ObEXPA-07

AGCTCAAAAAGACAAGAGAGGGAATATAGATTTATTTACTGAATAAGTACATTG
GGTCATCGTTCCTCCAGGCCGGCCCGACATAGCCCGAGCGTTATTCGGCTGTGCC
AGGGCTTCGGTGCAGCCCACAGGCCACCACGGCACGGCCCGGTGTGCTGATTTGG



CCCATGCTGGCTTGACCGAATTAGCCACGAGCCCCGTCGTGCCTGGACCGTCCCG
GACCGGGTGGCCCATCTATACACATGAGGCTAGACGTTCCTTCTCTAACCATACC
ACTCGGACAAATAAGATTAGAACAAATTTCATGATCTGATCCGACCGTTCTAACA
CCAACGATAGCCACCAACAAATGAATTTGTGGTACATTTTTCAAACGAAAGAAAT
GTGTACACATAAAGAAATTTTTATATATACAAGCATATAGGTATATTCATTGGGA
AACAAGAGGCAAATACAGCAGTAACAGATGCCCTGGTGATGCCCGTTCAAGCTTT
CTCCTCTCACTTGAACTGCAGCTTGCTTGCGAATGTCTGTCCGAACTTCCAACCCG
GAGGCACGATGTTGGTGAAGACGAGCGTCTGGTCATCGGAGTTGGTGACTCTGAA
GGAGAGACCCTGGCCGGTGAGGTAGGCAAGCGAGTGCCACTGAGCACCCCAGTT
GCGTGCCATCGGCATCCAGTCCGTCGAGTTAGAACCCATCACCTCCATCGACTTG
ATCGACCCGGCCGCCGCGACGTTCGTAACTAGTACCAGCTGGAAGTAGTCGTGGC
CGTTAATGGTGAACCGCAGGCCACCCTTCTTCACGCAAGGAACCCTGTAGAGAGA
TTATTATAAGTAAGATATTAGATAACATGTTATGCAAGCACTGGTCCATGATATG
TTGACTCCAAATTAAATACCTTAAATAATAACATGTATGTATTTGAGTTTGTAGTT
GGTACCTTTGGTAGATGACCGGGATGATGCCGGCGCTGAAGATGCCGATCTTCTC
CCAGGCCGGCTGCGCCATGTCGAAGTGGGGGCGLCGGLGGGTTGCCCCAGLLCGLC
GGTGTCGCTGGGGGGGCCCCAGTTGGGCGGGCAGAAGTTGGTGGCCGTGATGGT
GACGGTGACGCCGGGCCTGCACCACTGCGGAGCCCTCTTGCGGTCGCAGGCGATC
TTGTAGCACTGCCCGCACGACGCGCCGTCGTTGAACAGCGCCGTGCTCAGCGCCG
CGTTCCGCGTGCCGTACCCCTGCGAGTACAGGTTGCCGTACCCGCACGLCGLLCGLCC
CATGGTGCCCGACGCGTCCGCGCCGCCGTAGAACGTCGCGTGCGCCTTCTGCCAC
CCACCGGCCGCCGGLCGLCLGLGGLTGLGGLGGEEGGGLCCGLCGAGTGLLGTCGLC
GCCGTGACCGTGTTGCTCGTGTCGTCGGCCGCGGCCATCACCACCAGTGCAGAGG
CGACTGCGAGAAACACCAGCGCGGACGCTCGAGCTTGCGCCATGTCTGTCGTTGT
GATCAGATCGATCGATCGATCAGTGTGGACTGACCCTCAAAACTAGACAAACAAT
GAAATTATCTAGAGTAGAGCTCTGAAAGAAATGTGCTGTTGCTTTGTGTTGTTGA
TGTGCGTCGAATGATTGTCTGATCATCTCCTGATGATTGGGTGGATATATATAGGC
CGTCTTACAGTTCATTAATTAATCATTAATTGCGGTTGCATGCAGCTAAATGAAAT
ACTACGTATCAATAATCAGGTGAAGTGAACTCTGGAAAACCACAGCACGAAGGT
AGCGCGCGGCGACGCGCATGTGCATGCATCGCCGGCGCCGCCGTAAACTTGCAA
AGTAATCCGAAAAAATTTGTGTCCGCCGGCCGCCGAAGGCGTAAGGATGTCACG
CATGTTTTGTTTCTGTTTTCCTCCTTCACTAGCACAAGATTTATTAATAACAAAAG
AACGCCTTTTGACGTGTTTCTCTTCTTATTCTCCGGGATATAAAAGTCAGT






