
IDENTIFICATION 

Species: Oryza brachyantha 

Locus: XP_006647143 

Gene Model: XP_006647143.1 

Description: ObEXPA-07 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936  

KEGG: https://www.genome.jp/entry/T02995  

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/organism/1941498  

https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936
https://www.genome.jp/entry/T02995
https://rice-genome-hub.southgreen.fr/organism/1941498


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>ObEXPA-07 

MAQARASALVFLAVASALVVMAAADDTSNTVTAATALAGPPAAAAAPAAGGWQK

AHATFYGGADASGTMGGACGYGNLYSQGYGTRNAALSTALFNDGASCGQCYKIAC

DRKRAPQWCRPGVTVTITATNFCPPNWGPPSDTGGWGNPPRPHFDMAQPAWEKIGIF

SAGIIPVIYQRVPCVKKGGLRFTINGHDYFQLVLVTNVAAAGSIKSMEVMGSNSTDW

MPMARNWGAQWHSLAYLTGQGLSFRVTNSDDQTLVFTNIVPPGWKFGQTFASKLQ

FK 

CDS (coding sequence) 

>ObEXPA-07 

GACATGGCGCAAGCTCGAGCGTCCGCGCTGGTGTTTCTCGCAGTCGCCTCTGCAC

TGGTGGTGATGGCCGCGGCCGACGACACGAGCAACACGGTCACGGCGGCGACGG

CACTCGCGGGCCCCCCCGCCGCAGCCGCGGCGCCGGCGGCCGGTGGGTGGCAGA

AGGCGCACGCGACGTTCTACGGCGGCGCGGACGCGTCGGGCACCATGGGCGGCG

CGTGCGGGTACGGCAACCTGTACTCGCAGGGGTACGGCACGCGGAACGCGGCGC

TGAGCACGGCGCTGTTCAACGACGGCGCGTCGTGCGGGCAGTGCTACAAGATCG

CCTGCGACCGCAAGAGGGCTCCGCAGTGGTGCAGGCCCGGCGTCACCGTCACCAT

CACGGCCACCAACTTCTGCCCGCCCAACTGGGGCCCCCCCAGCGACACCGGCGGC

TGGGGCAACCCGCCGCGCCCCCACTTCGACATGGCGCAGCCGGCCTGGGAGAAG

ATCGGCATCTTCAGCGCCGGCATCATCCCGGTCATCTACCAAAGGGTTCCTTGCG

TGAAGAAGGGTGGCCTGCGGTTCACCATTAACGGCCACGACTACTTCCAGCTGGT

ACTAGTTACGAACGTCGCGGCGGCCGGGTCGATCAAGTCGATGGAGGTGATGGG

TTCTAACTCGACGGACTGGATGCCGATGGCACGCAACTGGGGTGCTCAGTGGCAC

TCGCTTGCCTACCTCACCGGCCAGGGTCTCTCCTTCAGAGTCACCAACTCCGATGA

CCAGACGCTCGTCTTCACCAACATCGTGCCTCCGGGTTGGAAGTTCGGACAGACA

TTCGCAAGCAAGCTGCAGTTCAAGTGA 

Nucleotide 

>ObEXPA-07 

AGCTCAAAAAGACAAGAGAGGGAATATAGATTTATTTACTGAATAAGTACATTG

GGTCATCGTTCCTCCAGGCCGGCCCGACATAGCCCGAGCGTTATTCGGCTGTGCC

AGGGCTTCGGTGCAGCCCACAGGCCACCACGGCACGGCCCGGTGTGCTGATTTGG



CCCATGCTGGCTTGACCGAATTAGCCACGAGCCCCGTCGTGCCTGGACCGTCCCG

GACCGGGTGGCCCATCTATACACATGAGGCTAGACGTTCCTTCTCTAACCATACC

ACTCGGACAAATAAGATTAGAACAAATTTCATGATCTGATCCGACCGTTCTAACA

CCAACGATAGCCACCAACAAATGAATTTGTGGTACATTTTTCAAACGAAAGAAAT

GTGTACACATAAAGAAATTTTTATATATACAAGCATATAGGTATATTCATTGGGA

AACAAGAGGCAAATACAGCAGTAACAGATGCCCTGGTGATGCCCGTTCAAGCTTT

CTCCTCTCACTTGAACTGCAGCTTGCTTGCGAATGTCTGTCCGAACTTCCAACCCG

GAGGCACGATGTTGGTGAAGACGAGCGTCTGGTCATCGGAGTTGGTGACTCTGAA

GGAGAGACCCTGGCCGGTGAGGTAGGCAAGCGAGTGCCACTGAGCACCCCAGTT

GCGTGCCATCGGCATCCAGTCCGTCGAGTTAGAACCCATCACCTCCATCGACTTG

ATCGACCCGGCCGCCGCGACGTTCGTAACTAGTACCAGCTGGAAGTAGTCGTGGC

CGTTAATGGTGAACCGCAGGCCACCCTTCTTCACGCAAGGAACCCTGTAGAGAGA

TTATTATAAGTAAGATATTAGATAACATGTTATGCAAGCACTGGTCCATGATATG

TTGACTCCAAATTAAATACCTTAAATAATAACATGTATGTATTTGAGTTTGTAGTT

GGTACCTTTGGTAGATGACCGGGATGATGCCGGCGCTGAAGATGCCGATCTTCTC

CCAGGCCGGCTGCGCCATGTCGAAGTGGGGGCGCGGCGGGTTGCCCCAGCCGCC

GGTGTCGCTGGGGGGGCCCCAGTTGGGCGGGCAGAAGTTGGTGGCCGTGATGGT

GACGGTGACGCCGGGCCTGCACCACTGCGGAGCCCTCTTGCGGTCGCAGGCGATC

TTGTAGCACTGCCCGCACGACGCGCCGTCGTTGAACAGCGCCGTGCTCAGCGCCG

CGTTCCGCGTGCCGTACCCCTGCGAGTACAGGTTGCCGTACCCGCACGCGCCGCC

CATGGTGCCCGACGCGTCCGCGCCGCCGTAGAACGTCGCGTGCGCCTTCTGCCAC

CCACCGGCCGCCGGCGCCGCGGCTGCGGCGGGGGGGCCCGCGAGTGCCGTCGCC

GCCGTGACCGTGTTGCTCGTGTCGTCGGCCGCGGCCATCACCACCAGTGCAGAGG

CGACTGCGAGAAACACCAGCGCGGACGCTCGAGCTTGCGCCATGTCTGTCGTTGT

GATCAGATCGATCGATCGATCAGTGTGGACTGACCCTCAAAACTAGACAAACAAT

GAAATTATCTAGAGTAGAGCTCTGAAAGAAATGTGCTGTTGCTTTGTGTTGTTGA

TGTGCGTCGAATGATTGTCTGATCATCTCCTGATGATTGGGTGGATATATATAGGC

CGTCTTACAGTTCATTAATTAATCATTAATTGCGGTTGCATGCAGCTAAATGAAAT

ACTACGTATCAATAATCAGGTGAAGTGAACTCTGGAAAACCACAGCACGAAGGT

AGCGCGCGGCGACGCGCATGTGCATGCATCGCCGGCGCCGCCGTAAACTTGCAA

AGTAATCCGAAAAAATTTGTGTCCGCCGGCCGCCGAAGGCGTAAGGATGTCACG

CATGTTTTGTTTCTGTTTTCCTCCTTCACTAGCACAAGATTTATTAATAACAAAAG

AACGCCTTTTGACGTGTTTCTCTTCTTATTCTCCGGGATATAAAAGTCAGT 




