
IDENTIFICATION 

Species: Nicotiana sylvestris 

Locus: XP_009780864 

Gene Model: XP_009780864.1 

Description: NsEXPB-02 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/?term=Nicotiana%20sylvestris   

KEGG: https://www.genome.jp/entry/gn:T05026  

EXTERNAL RESOURCES 

- 

 

https://www.ncbi.nlm.nih.gov/genome/?term=Nicotiana%20sylvestris
https://www.genome.jp/entry/gn:T05026


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>NsEXPB-02 

MITAGNQALFKQSSGCGACYQVLCTQDQNPHCSGNPITVTLTDECPGACNNDPVHFD

ISGIAFGKLAKSGEASQLYNAGRMIACNYNTNILFKVDKGSNPNFFAVTSEAVDGDG

DLSLVEIQTSNSTWVPMQRMIGATWSVGIQPDTQKPPFSLRLTSETKQSVTAPNVIPD

GWQPRSIYKSNVNFPSNL 

CDS (coding sequence) 

>NsEXPB-02 

TTGAAAAACAGAAATTATTCTTACTATTCTGTTCTAGGTGGAGCATGTGGGCTTG

AAAATGACGTAGCAAGTGCTCCCTACAATGCAATGATTACGGCGGGAAATCAAG

CTCTTTTTAAGCAAAGCTCTGGATGTGGTGCATGCTACCAGGTGTTGTGCACCCA

AGACCAAAATCCGCATTGTTCAGGTAATCCAATAACAGTAACCCTTACAGACGAG

TGCCCAGGAGCATGCAATAATGATCCGGTTCACTTTGATATAAGTGGAATTGCCT

TTGGAAAATTGGCAAAGTCTGGTGAAGCTTCACAATTATACAATGCAGGAAGAAT

GATAGCATGTAATTACAACACAAATATCTTATTTAAGGTGGACAAAGGCTCCAAT

CCTAATTTCTTCGCAGTTACATCTGAAGCAGTTGATGGAGATGGTGACCTTTCTTT

AGTTGAAATCCAAACAAGCAATTCGACTTGGGTACCTATGCAGCGAATGATTGGG

GCAACTTGGAGTGTTGGCATACAACCAGACACACAGAAACCTCCTTTTTCCCTGA

GACTTACTTCAGAAACAAAGCAAAGTGTCACTGCCCCGAATGTCATTCCAGACGG

CTGGCAACCAAGATCAATTTACAAATCAAATGTCAATTTTCCCAGTAATCTATAG 

Nucleotide 

>NsEXPB-02 

CAGAAAATGCGCGTGAGTACAATATTTTGATTTAAAAAAATACTAAATTCAAAAG

AAAAAATTTAAAATGAAAAAGAAAAGGGAAAAAGCACCTCGTTGCCCATCACTA

CTCGCCTCTCCCCTCTTTCTTCTTTTCACCATTAGCCTCTCCCCAGTTATCTCCCAT

CAGTCCACATAAAGAACTAAAAAAAGTATATGTGACCATTTGAGTTTTTGTCCCG

TCATCTTTCTCTGAAAATAAGTAATTACAACAAAGGCAGCAGCCATTTTTATTTGT

TAGAGAGAGCTAAAATTAAAGTAAATGCATGAAATAGAATTAGTCGCATATTTTT

AAATATTTAAAGAAAGAAAAGGCATGAAATAAAATTAGTCGCATATTCAAAATA

AATTAAAGAAGGTATTTTTACTTTATTAATTATACTTGATAGGGTAGGTAAATAA



ATGGTATTCAACAATCTACATGGTACCCTCACATTGTTCCCTTCTTAAATACTTTC

ACCCTATAGATTACTGGGAAAATTGACATTTGATTTGTAAATTGATCTTGGTTGCC

AGCCGTCTGGAATGACATTCGGGGCAGTGACACTTTGCTTTGTTTCTGAAGTAAG

TCTCAGGGAAAAAGGAGGTTTCTGTGTGTCTGGTTGTATGCCAACACTCCAAGTT

GCCCCAATCATTCGCTGCATAGGTACCCAAGTCGAATTGCTTGTTTGGATTTCAAC

TAAAGAAAGGTCACCATCTCCATCAACTGCTTCAGATGTAACTGCGAAGAAATTA

GGATTGGAGCCTTTGTCCACCTTAAATAAGATATTTGTGTTGTAATTACATGCTAT

CCTGTAAGGTTCAATAAAAATAAAAGAAATTAAATCGTTAGCCGGTGTTCTTTAG

AAGGAAAATAAGAAGAAAAAATCAATTTATTGCTTCTTATTCCCCCCCCCNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNGAGATTCTTCCTGCATTGTATAATT

GTGAAGCTTCACCAGACTTTGCCAATTTTCCAAAGGCAATTCCACTTATATCAAA

GTGAACCGGATCATTATTGCATGCTCCTGGGCACTCGTCTGTAAGGGTTACTGTTA

TTGGATTACCTGAACAATGCGGATTTTGGTCTTGGGTGCACAACACCTGAAAAAC

AATATCGATCATATAGAGATGCTATGCATTTATGCATGAAACTAAAATATTCATG

CACATTTTCTCTTTTGTTTTAGAGTTTAATTTCCTTGTCATCTCATGCAAAATAAGG

TACAATTATTCTAAAATTACAGATTTACTAGATGTAACGGAATTAGAAATTATGT

CTAGTGGATTCAGAGAGATCTAAAAATATTACATTCGGAATTTGTACCTATATTTT

CTCTTATAAGGAGATTTAAAATTTTATATATTTTATATTTTTTACCCAATTAAAAA

ATATTTTATATATATATATATATATATATTATACCCAATTTACGTTCTCTATCTCCT

CGGGTAGGGGTAAGGTCTGCATACACACTACCCTCCCCAGATCCCACTTATGAGA

GTTTACTGGGTTGTTGTTGTTGTTTTACCCAATTTACGTTATATAACTTTCTAACAA

AGGAAATTCAATGCCACATAAAATGTGTTTACCTGGTAGCATGCACCACATCCAG

AGCTTTGCTTAAAAAGAGCTTGATTTCCCGCCGTAATCATTGCATTGTAGGGAGC

ACTTGCTACGTCATTTTCAAGCCCACATGCTCCACCTAGAACAGAATAGTAAGAA

TAATTTCTGTTTTTCAATCATTTTGCCCTAGAATCATTAATAAAGTATGTAAAATC

AAGACTATATTGGTCAAGCCATTTCAATGAACATTTGTCTACAAAATTCTATTCGT

ATAATATTTTTTATTATGTAGGGGAAGGGAAGAGAAAATTGATAAAGGTATTCCA



AGAGAAAATCAAACCCTTACCAACAAAGTAAAATTCAGATAGCTAGACAACAAC

TGAACTATTAAAATTTGCCTTCAAAGTTGTATTTGTAATCTAAAGCAGGTTTCATT

TAATTTTAATCTAGTAGGCATACTACATAAGTCTTATGAAAAAAGAGAGTAGAAA

CAAATGACATTTCAAGACATTACCACTCCCAGGACTAGTAGGATTTTCATAAAAA

GTTGCAACAGCTTGTGAATAACCGCTTGGTTGGCAAGAGGAAAATCTAACCAAAT

ACGAGCAAAAAGCTACAAAAATCCAAAGGAAAAGATACTGAGAGAAATTTGTAG

CCATGGACTAGTAATTATATT 


