
IDENTIFICATION 

Species: Populus trichocarpa 

Locus: Potri.006G108000 

Gene Model: Potri.006G108000.1.p 

Description: PtEXPA-13 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa_v4_1   

KEGG: https://www.genome.jp/entry/gn:T01077  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa_v4_1
https://www.genome.jp/entry/gn:T01077


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PtEXPA-13 

MATKAMQFSVFLQLFLVFSLLFHGTCGDRGGWQIGHATFYGGSDASGTMGGACGY

GNLYSQGYGTSTAALSTALFNNGLSCGACFQIRCNNDPKWCHSSTITVTATNFCPPNY

ALANDDGGWCNPPLQHFDLAQPAFLKIAQYRAGIVPVLFRRVPCVKKGGIRFTINGH

SYFNLVLITNVAGAGDVHAVSVKGSRTGWQTMSRNWGQDWQSNSYLNGQSLSFRV

TASDGTTVTSYNIVPANWQFGQTFEGGQF* 

CDS (coding sequence) 

>PtEXPA-13 

ATGGCAACTAAAGCAATGCAATTTTCTGTATTCCTTCAGTTATTTCTTGTATTCAG

CTTGTTATTTCATGGCACTTGTGGAGACCGTGGTGGCTGGCAGATTGGTCACGCC

ACATTCTACGGCGGCAGTGACGCGTCTGGCACAATGGGGGGAGCTTGTGGATATG

GAAACCTGTACAGCCAAGGGTATGGAACTAGCACTGCAGCTCTAAGCACTGCTCT

TTTCAATAATGGCTTGAGCTGTGGAGCATGCTTCCAGATACGCTGTAACAATGAT

CCTAAATGGTGCCATTCCAGTACCATCACCGTGACAGCTACCAACTTTTGTCCTCC

TAATTATGCTTTGGCTAATGACGATGGTGGTTGGTGCAATCCCCCTCTACAACATT

TTGATTTGGCGCAGCCAGCTTTCTTGAAAATCGCGCAATATCGAGCTGGGATTGT

TCCTGTACTCTTTAGAAGGGTCCCATGTGTGAAGAAAGGAGGCATAAGGTTCACC

ATTAATGGTCATTCTTACTTCAACCTGGTCTTGATAACCAATGTGGCTGGTGCAGG

GGATGTTCATGCTGTGTCTGTCAAGGGATCTAGAACTGGGTGGCAAACCATGTCA

AGGAATTGGGGCCAAGATTGGCAGAGCAACTCATATCTCAACGGCCAAAGCCTC

TCCTTCAGAGTCACAGCAAGTGATGGCACGACTGTTACCAGCTACAATATTGTGC

CTGCGAATTGGCAATTTGGACAAACTTTCGAAGGAGGCCAATTCTAG 

Nucleotide 

>PtEXPA-13 

ACCACGCTCGAGCTAGCCTTTGTGTCCTTCCTCTAATCAAGCTTTATTTCTTGCCA

CTACTTGTTTCTTTTGCACAGTAACAACACAAAAACATATATAATGGCAACTAAA

GCAATGCAATTTTCTGTATTCCTTCAGTTATTTCTTGTATTCAGCTTGTTATTTCAT

GGCACTTGTGGAGACCGTGGTGGCTGGCAGATTGGTCACGCCACATTCTACGGCG

GCAGTGACGCGTCTGGCACAATGGGTAAGCTAAGCACATTAGAGTGTTGCCACAT

TAGATGATCTAGGTTATATGTGTATCACATGTGAACACGTGAATGCTTATTCCAA



GCGTGCATGATCGAGATCGAACAATTAATCACAGGAGATGTACTTGTATATTGCA

ATTATTTCCATACAACAAGTCTTCATGCTTTGGTCTTGTGTTTCCTATAAGATGCA

TGTGGTGCTGGTTGCAGGGGGAGCTTGTGGATATGGAAACCTGTACAGCCAAGG

GTATGGAACTAGCACTGCAGCTCTAAGCACTGCTCTTTTCAATAATGGCTTGAGC

TGTGGAGCATGCTTCCAGATACGCTGTAACAATGATCCTAAATGGTGCCATTCCA

GTACCATCACCGTGACAGCTACCAACTTTTGTCCTCCTAATTATGCTTTGGCTAAT

GACGATGGTGGTTGGTGCAATCCCCCTCTACAACATTTTGATTTGGCGCAGCCAG

CTTTCTTGAAAATCGCGCAATATCGAGCTGGGATTGTTCCTGTACTCTTTAGAAGG

TATTTTCAAGACATCCTCAATTAGTAAAATGTCATGGCATCAGTCATGACCGTGC

CTTAGTCTAGTCCATTCAGAAGTTCTATTATTGTTCCTTAATGTTTGACAATTTGA

AACAACATCATTTTAATTTGTTTGTGGTTTCTTGACAGGGTCCCATGTGTGAAGAA

AGGAGGCATAAGGTTCACCATTAATGGTCATTCTTACTTCAACCTGGTCTTGATA

ACCAATGTGGCTGGTGCAGGGGATGTTCATGCTGTGTCTGTCAAGGGATCTAGAA

CTGGGTGGCAAACCATGTCAAGGAATTGGGGCCAAGATTGGCAGAGCAACTCAT

ATCTCAACGGCCAAAGCCTCTCCTTCAGAGTCACAGCAAGTGATGGCACGACTGT

TACCAGCTACAATATTGTGCCTGCGAATTGGCAATTTGGACAAACTTTCGAAGGA

GGCCAATTCTAGTAAAGTTAAATGCCCACCAAGACTTGTTTTTCAAGCTGAAAAA

ACATGTAGTTATATGTGTGGCCGGTTATGCTGAGGTACCCAAAGGCACCAAGGCT

TTCAAGTGCCAGTATGAATACTAATTAATTCCCAGAATTGTAAAAGAAAAAAAGA

AAAATGAAAGAAGGTATGGTATGG 




