IDENTIFICATION

Species: Sorghum bicolor

Locus: Sobic.010G120100

Gene Model: Sobic.010G120100.1.p
Description: SbEXPB-42

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor v3 1 1
KEGG: https://www.genome.jp/entry/T01086

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086
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DOMAIN ARCHITECTURE
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Query seq.
Specific hits
" |
Superfanilies PLNODISS
DPBB_R1pA_EXP_N-1ike superfamily

List of domain hits .
Name Accession Description Interval  E-value
|+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 30-152 4.72e-76
[+] PLN0O193 super family ci33423 expansin-A; Provisional 9-256 7.30e-31
Peptide
>ShEXPB-42

MACKQQIGVVVVLSCFIAISALAFRPCAAWSDAGATWYGPANGAGSDGGACGYQG
AVHQPPFSSMITAGSNSIYQDGKGCGTCYQVKCTGHQSCSGSPVTVVLTDQCPGACQ
SEPVHFDLSGTAFGAMAKPGQADQLRNVGRLPVQYTRVPCNWNGVDVAFRVDAGS
NANYLAMAIEYEAGDGDLRAVELQNGAAAWAPMERSWGAVWRY QSSGSSLQAAP
LSVRLTSGSGKTLVASGVIPAGWQPGNTYRCVVNFGRN*

CDS (coding sequence)
>ShEXPB-42

ATGGCTTGCAAGCAGCAGATCGGGGTGGTCGTCGTCTTGTCCTGCTTCATTGCCAT
CAGTGCTCTCGCCTTCCGTCCCTGCGCAGCCTGGTCGGACGCCGGCGCCACCTGG
TACGGCCCTGCCAACGGCGCTGGGAGCGACGGTGGTGCGTGTGGGTACCAGGGT
GCCGTCCACCAGCCTCCGTTCTCGTCAATGATCACCGCCGGCAGCAATTCCATCT
ACCAGGACGGCAAGGGCTGCGGCACCTGCTACCAGGTGAAGTGCACCGGACACC
AGTCGTGCTCCGGCAGCCCGGTGACAGTGGTCCTCACTGACCAGTGCLCCCGGLGC
TTGCCAGTCCGAGCCCGTCCACTTCGACCTCAGCGGGACGGCGTTCGGTGCCATG
GCGAAACCCGGCCAGGCCGACCAGCTCCGAAACGTCGGCCGLCCTCCCAGTCCAG
TACACCCGGGTGCCGTGCAACTGGAACGGCGTGGACGTGGCCTTCAGGGTGGAC
GCCGGCTCGAACGCCAACTACCTGGCCATGGCCATCGAGTACGAGGCCGGGGAC
GGGGACCTGCGCGCCGTGGAGCTGCAAAATGGCGCGGCGGCGTGGGCGCCCATG
GAACGCTCCTGGGGCGCGGTGTGGCGCTACCAGTCGTCCGGCTCCAGTCTGCAGG
CGGCCCCCCTGTCTGTCCGCCTCACCTCCGGCTCCGGCAAGACCCTCGTCGCCAG
CGGCGTCATCCCCGCCGGATGGCAGCCCGGCAACACCTACCGCTGCGTCGTCAAC
TTCGGACGAAACTGA

Nucleotide
>ShEXPB-42

TCATTCTGTAGTAGTGCTAGTAGAACCCTCCTAGCTAGATCATTGGATACATAGTC
AGGCCAACAGATCGGCTTCCGGCATGGCTTGCAAGCAGCAGATCGGGGTGGTCG
TCGTCTTGTCCTGCTTCATTGCCATCAGTGCTCTCGCCTTCCGTCCCTGCGCAGCCT



GGTCGGACGCCGGCGCCACCTGGTACGGCCCTGCCAACGGCGCTGGGAGCGACG
GTGCGTAAGTTCTCGTGTGTGTGCATTACCATGCATATGCATGTGTGTGTACACGT
TTTTTCATTGCGAATTCATCATATGCCTTTGCTATATACTATGATGATATGTAGAC
GTCAATGCATGCATGGTTTAATCTATCTTTTTGTTGGTATATACTACTGTAGGTGG
TGCGTGTGGGTACCAGGGTGCCGTCCACCAGCCTCCGTTCTCGTCAATGATCACC
GCCGGCAGCAATTCCATCTACCAGGACGGCAAGGGCTGCGGCACCTGCTACCAG
GTACGTCGATCAGGGTTACGTTCATATATCTATCGGTTCATGCAGTGCAAAGCGT
ATGCATCATGATCTTGTTGTTGTTGTACTACATATATACGTACTTCTCCAGGTGAA
GTGCACCGGACACCAGTCGTGCTCCGGCAGCCCGGTGACAGTGGTCCTCACTGAC
CAGTGCCCCGGCGCTTGCCAGTCCGAGCCCGTCCACTTCGACCTCAGCGGGACGG
CGTTCGGTGCCATGGCGAAACCCGGCCAGGCCGACCAGCTCCGAAACGTCGGCC
GCCTCCCAGTCCAGTACACCCGGTAAGTGATACTACATGCCTCTCACCGTCGATT
AGCTGCTTGCCTTGCACCGTCGTCGTCCGTCCGTCGTCATCGCAGCCGACGATCTG
ACCTGACTTGGCGCTGTCTGCAGGGTGCCGTGCAACTGGAACGGCGTGGACGTGG
CCTTCAGGGTGGACGCCGGCTCGAACGCCAACTACCTGGCCATGGCCATCGAGTA
CGAGGCCGGGGACGGGGACCTGCGCGCLCGTGGAGCTGCAAAATGGCGLCGGLGGL
GTGGGCGCCCATGGAACGCTCCTGGGGCGCGGTGTGGCGCTACCAGTCGTCCGGC
TCCAGTCTGCAGGCGGCCCCCCTGTCTGTCCGCCTCACCTCCGGCTCCGGCAAGA
CCCTCGTCGCCAGCGGCGTCATCCCCGCCGGATGGCAGCCCGGCAACACCTACCG
CTGCGTCGTCAACTTCGGACGAAACTGATACGAATGATATTATATTGCTACATTTT
CTACTCGTGTCTCAAATCCAATAAAATGCAGCATGCATGTGGCCTGCATGCTTGA
TCATATCCTCTGCTCTTCTTTGTGTCTGTTGATACTGACGATCAGCCAATGAACAG
TTGTCGATCGGAAACTCAACATGTGTAATGAAATGATACTCAACTAGAGAACATG
CATATCCC



