IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.2G376000

Gene Model: Pahal.2G376000.1.p
Description: PhEXPA-08
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366
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Query seq,
Superfanilies PLNOO0OS50

Name Accession Description Interval E-value
[+ PLND0050 super family 31535 expansin A, Provisional 48-260 6.79¢-63
SEQUENCES

Peptide

>PhEXPA-08

MSAGSPWTMAPPPLLASLVLAGLALLLAPGVAEGKPHVNHGKFKDGPWTVGHATF
YGGRDGSGTTNGGACGFKDELAKDYGALTAAVSPALYSEGAGCGACYEVKGPEEG
GGGGGPNKSVVVTATNQAPPPVSGQKGEHFDLTMPAFLQIAEEKAGIVPISYRRVAC
VRQGGIRYTITGNKNYNMVMVTNVGGEGDVVALSVKGNKRVKWTPMKRSWGQL
WTTEVDLTGESLTYRVMTGDHRKATSWHVMPRDWQFGKTYQATKNF*

CDS (coding sequence)
>PhEXPA-08

ATGTCTGCAGGTTCGCCGTGGACTATGGCGCCGCCGCCTCTCCTCGCGTCGCTGGT
GCTCGCCGGGCTCGCGCTGCTGCTGGCCCCCGGCGTCGCGGAGGGCAAGCCCCAC
GTGAACCACGGCAAGTTCAAGGATGGCCCGTGGACGGTCGGGCACGCGACGTTC
TACGGCGGGCGCGACGGGTCCGGCACCACGAACGGCGGCGCGTGCGGGTTCAAG
GACGAGCTGGCCAAGGACTACGGCGCACTGACGGCGGCAGTGAGCCLCGGLGLTG
TACAGCGAGGGCGCCGGGTGCGGCGCGTGCTACGAGGTGAAGGGCCCGGAGGAG
GGCGGCGGCGGCGGCGGCCCCAACAAGTCCGTGGTGGTGACGGCCACCAACCAG
GCCCCGCCGCCGGTCAGCGGGCAGAAGGGAGAGCACTTCGACCTCACCATGCCG
GCGTTCCTCCAGATCGCCGAGGAGAAGGCCGGCATCGTGCCCATCTCCTACCGCA
GGGTGGCGTGCGTGAGGCAAGGCGGGATCCGGTACACGATCACGGGGAACAAGA
ACTACAACATGGTGATGGTGACGAACGTGGGCGGCGAGGGGGACGTGGTGGCGL
TGTCGGTGAAGGGCAACAAGCGCGTCAAGTGGACGCCGATGAAGCGCAGCTGGG
GGCAGCTGTGGACGACGGAGGTCGACCTCACCGGCGAGTCGCTGACGTACCGGG
TCATGACCGGCGACCACCGCAAGGCCACCTCCTGGCACGTCATGCCGCGCGACTG
GCAGTTCGGAAAGACCTACCAGGCGACCAAGAACTTCTAG

Nucleotide
>PhEXPA-08

AGTGGCCTAAGCAGCGGCATGTGCTAGCCAGAGGCAGAGGTCACAGTCTCCTCTC
CTCTTTCCCTCCCTCGCTCTCTACTACTCGACGCCATCGCCATGGCCGTCTTCCTCT
GTTTCTTCCTGGTGCTCGTCGTCGCCTCCTGCTCCGCCGCCGGCGACGAGAGGTGC
GTGCGGCAGGGGAAGGCCGCATACGCGCCCTCGCTGTCCCCGCTCCCGCAAGGTA



GGTGTGCCTACAGATCGACGGCGGCCGGCCGATTTCTTCAAGCCACGAGAGTAGA
TTTCAGCCCTCTTCCTTTTCCGCCACGGTTCTAAGCGGTTCTTGGTCGGTTGATGA
CCAGCAGGCAGCGGAGTCTGCGGGTACGGCGCCATGGCCGCGGAGATCAATGGG
GGCTTCCTCGCCGCCGGGGGACCCAAGCAGCACCGCGGAGGGCTCGGLCTGLCGGE
AGGTGTTTCCAGGTATTACAAAGTCGATTCAACTTTCAACCAGATCAATTGGGAT
TCTTCATTTGTAATTTTACATTTCTTTTTCCTTCTTTCTTTTTTTGTTTATTGTGTCCT
TATTTTGATTCGGTTGGCAAGGCGCCCCTTTCTTGAGTCTTCTTCACTGGCCCTAT
AAGATTCCTTAGGACCTTGGATTTCTGGTTGTGGATTTTGTTTCTAAATTTTGTGT
AAGGTGTGCTGCTGTACTCCATGTTGATGCTTTTGGGATTGGACTTTCTCGTTTTC
TTGGCGTCTTCAGAGTTCAGAGCCAGCAAGCAAAGCAACCTGCAAATTATGGGG
GAATCTGTGTGCCTTTTGTTTTCAGTTAGTTGGCTCCACTCAATCAAGAGATCAAT
TTTGGAACTTTCTGTTCACCTTCCTGCCAAATGTAGTCCTGGAAAACCAAGAGTTT
CTAGTTTGTACTTTGTAGGTAACTTACGTACCAAATGTATATGCTCTGCTCAGTGG
TTTTCTACTTTGGATTTATTTGCTAACATTTTCTTTGGCTTTTCCGAAGAATCAACT
GTTCTGCTGAATATGCCATCCAGCCTATTGGATTTTTGTTCAGTTATTTTCAGCTTC
ATTTGTTCTTACTTTCTTTTTCTACTTTTCGATTTGGTAATAGGTGAGATGCAGAGA
CGCAAAGCTGTGCAGCAGCCGGGGAGTGCGGGTCGTGCTCACCGACTTCCACAG
GAGCAACCGTACCGACTTCCTGCTCGGAGGGCCAGCTTTCGCGGGCCTGGCCAAG
CCCGGGATGGCCCACGAGTTGAAGAGGCTGGATACTCTCTCCGTAGAGTACAAG
AGGTAAACAGCTGGAGTATTTTGTACTATAAAATAATCTGCAAATGAAGAACTAG
CAATAATTCAATCTTCGTTCAGTATTGCAAATTCCCAAAATATATGGCATGGGTGT
AAGCAACTGTACATTTCAGAACTGTGAAGTTCGTGATCGAACTTTAAGAATTGTT
AGGGGTTAATAACTCTCTCCAAATAATTCATCAGTTATGTGAATTGGAAACTGAG
GCTTACAGTTAATTGCAAAAAATAAGTTATGCCTCATATAGTCATATTTAGGTTTA
CTGATATTTACAGCCATCAGTGATCTGACATGAGTTGATACAAGGGTCAGCACAA
TTTTCCACTAGGCTAGATGGAATGTAGCACAAGTTCGTTAAAGAGAGGTTCATGA
AATGCCTTTCAGGGAAAGGACATACAGTGCTCTGAATTTTTGTTTTTCAAAGAGT
CTAGCTCGAGAGAGCTGCATTCAAACAATCTGAATGTCTCATGGATCTCTTGCTG
GCTTGCAGAATTCCCTGCGACTACAAGGACAAGAACCTGTCCATACTCGTGGAGG
AAGAGAGCAAGCGTCCAAGCAACCTGGTCGTCAAGTTCCTCTACCAGGGCGGCC
AAACCGACATCCTGGCGGTAGACGTGGCTGCGGTGGGATCGTCGGAGTGGCGGT
TCATGACGCGGGTCCGCGGGCCGGTGTGGCGCACGGACCGLGTCCLCLGLLGGLLC
GCTGCAGTTCCGGGCCGTGGTCACGGGCGGGTACGACGGCAAGTGGGTGTGGGC
CGAGCGGGAGGTGCTCCCGGCGGACTGGCGGCCGGGGCAGGTCTACGACACCGG
CGTCCGGATCGCCGACGTGGCCAGGGACGGCTGCCAGGLCGGLGLLGLLGLLGLG
CTGGACTGGAAGTAAGGACGGCCAGCTGGTGGGTAGACAGATGCACCATAGTAC
AGACTAATTAACACCGGTCGTCACTCGCTCGCCACATGGCGAGAGATCGAGCGA
GGGGACAGCAATGGCGCTGCTGGTGTTACGAGCGCCCCGGCTGGCTATCGGGAG
GAAGAAGAAAGAAGATGCCTAGCTGTGATCTGAATGATCTATTTGGTTTTGGTCT
CTGCTCTTGCAGTATGTACATTGAACCATGCCTGCGCTCTGCAGCCGCGTGTGTGT
GCGAGAGGAGATGTATCATCGTCAAGGTCTGATCTCTGATGGCTAGCTTGGTAGA
TGCAAACAAATGTGGCTAGCTGCCTAGCAGCTACCCCGCTGCTGAATGCTAATGG
TTAGAATAATGAGCACAGTACAGCACTGCAGTGGCCGTGATTTCCTTCCTTCCTA
GAACTTGGCCTGGATTCTGGCGCCGTTCAAAGTTCACATGCGCACCTACCCTAGC
TGTTTTGGTAGCAAGTGACCAAGTGAGTAGGGCCCTGTTTAGTTCGTGGTGCGTA
AAGGCAAAAAAAAAATTTTTAAAAGGAATCTTACCAATTTAAGTACTAAATAAA
GTCTATT




